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SEQUENCE LISTING 

<110> Shimkets^S" ^ 
Leach, Martia^D. 

<12 0> cSingle Nucleotide Polymorphisms for Known Genes 

<130> 15966-534-CIP1 

<140> 09/472,688 
<141> 1999-12-27 

<150> 60/109,024 
<151> 1998-11-17 

<150> 09/443,199 
<151> 1999-11-16 

<150> 09/442,129 
<151> 1999-11-16 

<150> 09/442,849 
<151> 1999-11-17 

<160> 880 

<17 0> CuraGen Patent Formatter Version 0.9 

<210> 1 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) 

<223> Accession number cg43333349 



<400> 1 

cgctgacagg ggagtctgag ccacagaccc gctcacccga gtgcacgcac g 51 

<210> 2 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43931765 

<400> 2 



1 



atggatagtc catctggttg gatgctgtgt actcgttggc ctcgttcagg t 



51 



<210> 3 ( 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44130533 
<400> 3 

aatacaaagc tgagtggaga gcagtgggtg aagaagtatg gcattccaag t 51 

<210> 4 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg34888922 
<400> 4 

tattgttatt atgtattctg tttacgtgtt tctgtgtcac tgctaagaga a 51 

<210> 5 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34888922 
<400> 5 

caaggagcat tgaccgtgag aaatatgaac agtttgcgtt atatggctat g 51 

<210> 6 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 



2 



<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 6 

tggcgtcgta ttttgggcat tcagtcgctg tcactgacgt caacggggat g 51 

<210> 7 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 03 1073 4 
<400> 7 

agggggccta tgaagcagag ctggcggtgc acctgcccca gggcgcccac t 51 

<210> 8 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 8 

gttactgtga agcgggcttc agctcggtgg tcactcaggc cggagagctg g 51 

<210> 9 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43331935 
<400> 9 

gtgacaagta cttcatagag gatggtcgcc tggtcatcca cagcctggac t 51 
<210> 10 



3 



<211> 
<212> 
<213> 



51 
DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg42388009 
<400> 10 

aaggagaaaa caatgaagaa ccgaatgaag acgaagactc tgaggctgag 



<210> 


11 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42388009 



<400> 11 

aaaacaatga agaaccgaac gaagatgaag actctgaggc tgagaatacc 



<210>. 


12 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44126574 



<400> 12 

agaacggcca gcccctgtgg atcctggggg atgtcttcct caggtcctac 

<210> 13 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43970983 



<400> 13 

ggactccagt gtccagggca tccagttaca tcctatcctg gcggccactc a 51 

<210> 14 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44032748 
<400> 14 

taagacgggc agctacaccc gcagcggtta cctgccagct gagcaactgg t 51 

<210> 15 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41553795 
<400> 15 

tccagcccaa ggccaatttt gatgcgcagc agtttgcagg gacctggctc c 51 

<210> 16 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942011 
<400> 16 

aggtaggagg gcttggtctc caaacgccta ttgtttcatt ctccacagtg c 51 

<210> 17 

<211> 51 

<212> DNA 

<213> Homo sapiens 



5 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg21644442 



<400> 17 

aacagccggc agatgtaact ggtaccgcct tgcccagggt gggccccgtg a 51 



<210> 


18 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number cg41533258 


<400> 


18 



tccagcgccg ggcaggaggg gtcctagttg cctcccatct gcagagcttc c 51 



<210> 


19 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996714 



<400> 19 

atgtgcccac tgcattgggt tgtccgggag ttgatactgg tgggatcaca g 51 

<210> 20 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 



6 



<400> 20 

cagaatatgg aggcacagga gcttcttttt tatccactgt gctcgtgata g 



51 



<210> 21 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43057018 
<400> 21 

gaataagaaa ttcaatctgg atgcattggt gacccatacc ctgccttttg a 51 

<210> 22 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg!395871 
<400> 22 

gtgctccaga ggggccagca ggcacgggaa aaaccgaaac caccaaggac t 51 

<210> 23 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl395871 
<400> 23 

cagaggggcc agcaggcaca ggaaagaccg aaaccaccaa ggacttggct a 51 

<210> 24 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



7 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl395871 
<400> 24 

agcaatggga aagtttttta aaggattggc ttcttctggt gcttgggctt g 

<210> 25 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cgl395871 
<400> 25 

cttcttctgg tgcttgggct tgctttgatg aattcaaccg gattgagttg g 

<210> 26 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950268 
<400> 26 

agcggcccac catggcccta gggtcatcaa caagtccagc agcaatcatg g 

<210> 27 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918531 
<400> 27 

ccgatggcta tgagcaggct gctcgtgttg ctattgaaca cctggacaag a 



8 



<210 > 


28 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<22 0> 




<221> 


allele 


<222> 


(26) ... (0) 




single nucleotide 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number < 


<400> 


28 


caagttcctc aataaagtgg c. 


<210> 


29 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number < 



<400> 29 

tcaccctcag gaggtggctg ttctgtgtcc acgacaacta cagaaacaac 



<210> 


30 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3001932 
<400> 30 

tcttcaacat cgtctattgg ctttattatg tgaactaaaa catggcctcc 

<210> 31 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43975899 



<400> 31 

ggattttgga cagactccta gatggttatg acaatcgcct gagaccagga 

<210> 32 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 



<400> 32 

gggcccactt ccccctggac gtccagtgga acgacctgga ctacatggac 

<210> 33 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 



<400> 33 

tgaacgagcc ttccaacttc atcagaggct ctgaggacgg ctgccccaac 

<210> 34 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969076 



<400> 34 

aattccaaat gagctctcca accacatatt ttctgcgttt ttgatccaga 

<210> 35 
<211> 51 
<212> DNA 



10 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969014 
<400> 35 

aattccagat gagctctcca accacatatt ttctgcgttt ttgatccaga c 

<210> 36 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43065549 
<400> 36 

ggaccatctc tgtgaccaca cctgcagacg ctgtcattgg ccactactcg c 

<210> 37 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43065549 
<400> 37 

acccctggaa tagagaggat gctgtgttcc tgaagaatga ggctcagcgc a 

<210> 38 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 



11 



<400> 38 

tgacgtcatc catgtccaat gtccatacca tggccccccc aaaatgctct c 



<210> 39 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 



<400> 39 

gaagggatat aactgaagca ataaattttt cacggttggc aaatgtggac a 



<210> 40 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957605 



<400> 40 

aggactgttt ttcattcagc ttcagcgtga ttcccatggg ctcttctgtg a 

<210> 41 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40915005 



<400> 41 

atgtctcagg attctaccca aagcctgtgt gggtgatgtg gatgcggggt g 



<210> 42 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40356255 



<400> 42 

tggcaataat agtgccttcc ttgcttcttt tgctatgcct tgcattatgg t 

<210> 43 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004667 



<400> 43 

ctgtgatatc tacatctggg cgcccttggc cgggacttgt ggggtccttc t 

<210> 44 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43068999 



<400> 44 

agggtctgcg acagggttac tttgtagaag ctcagcccaa gattgtcctg g 



<210> 45 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 



<400> 45 

atggccagtg ctgggtcttt gctggagtga ccaccacagt gctgcgctgc c 

13 



<210> 46 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg41568631 



<400> 46 

gctctgtgga gtccatcaag aatgggctgg tctacatgaa gtacgacacg 

<210> 47 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg416 03 916 



<400> 47 

gcatccagtg ggtaggggac cctcgttgga aggatggctc cattgtcata 

<210> 48 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41603916 
<400> 48 

tacacaacct agactacagt gacaacggca cgttcacttg tgacgtcaaa 



<210> 49 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg34317662 
<400> 49 

agtcccttct ccgtggcacc tacgcctatg gttttgagaa gccctctgcc a 

<210> 50 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43983917 
<400> 50 

agtcttactt tgccattaac cacaatcccg acgccaagga cttgaagcag c 



<210> 


51 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43983917 
<400> 51 

actttgccat taaccacaac cccgatgcca aggacttgaa gcagctcgcg c 



<210> 


52 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) 

<223> Accession number cg42730678 

<400> 52 

tggagcgagc gtggatccag ttcgctgcgg ggttgtttgg gtcaagttgc t 

<210> 53 

<211> 51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42714160 



<400> 53 

gttaccagac gctggagctg gagaaagagt ttcactacaa tcgctacctg a 

<210> 54 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43959084 



<400> 54 

tcaggtagcg attgtagtga aattccttct ccagctccag ggtctggtag c 

<210> 55 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42359655 
<400> 55 

gggaagcatt tgccaatcag tccagggcgg aaagggatgc cttcctgcag g 



<210> 56 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg42359655 



<400> 56 

acagccagcg gtttggcctg caccatgtca acttcagcga cagcagcaag t 

<210> 57 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42359655 
<400> 57 

atctggtcac cctgcagaac ctgggtgtgt cccactaccg tttttccatc t 

<210> 58 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 58 

tggtgtgggc cttggtgaac tctagaacgc ggctaatgtc tcctggtttg g 

<210> 59 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922672 
<400> 59 

ggaagctgac tccagaggcc atgcctgacc tcaactcctc cactgactct g 

<210> 60 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 
<400> 60 

gtagtgagga acaagccaga gctgtccaga tgagtacaaa agtcctgatc 

<210> 61 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942050 
<400> 61 

agttggaagt gaatggatcg cagcattcac tgacctgtgc ttttgaggac 

<210> 62 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43145505 
<400> 62 

taaatattcg agacattgac aagatttatg ttcgaacagg tatctaccat 

<210> 63 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918241 
<400> 63 
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agatctttga ggaaggggaa tctgatgatg agtttgacat ggatgagaat c 



<210> 


64 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 64 

ttctgacgca catgttttgt acatttcaga ccaaggaaaa cctctttttt g 



<210> 


65 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43969763 
<400> 65 

ttagtatcat tcactgtgat ctaaagcctg aaaatatcct tctttgtaac c 



<210> 


66 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42879455 
<400> 66 

aggtatatac catcatgtac agttgctggc atgagaaagc agatgagcgt c 

<210> 67 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42659872 
<400> 67 

tggctccggc tacaccaaca tcatgcgggt gctaagcata tcctgagacg c 



<210> 


68 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42506800 
<400> 68 

gcttgccaat ttctcgtctg tatgccaagt actttcaagg agatctgaat c 



<210> 


69 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43966621 

<400> 69 

ctgtggagta catgtagctg aagagtcgct caatcttcct caagggaaca c 



<210> 


70 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) 

<223> Accession number cg43917871 

<400> 70 

acatcatatt ggcgctgctg acgggtgtac tgccccctgg catgctagat g 

<210> 71 
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<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 



<400> 71 

cagtgtagaa ataggggtgc tccatggcct ctcttgcagt aagccgtgac 

<210> 72 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44131752 



<400> 72 

agctcaatgg tggctctgcg tgctcatccc gaagtgacct gcctggttcc 

<210> 73 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969473 



<400> 73 

aattcaaccc actcatctat ggcaacgatg tggattctgt ggatgttgca 

<210> 74 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg44025829 



<400> 74 

agaccccgcc gtcccctggc caagccgtgg agtgctgcca aggggactgg t 

<210> 75 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43318277 



<400> 75 

ctcacgcttt gcagtcatct ggtccaccta gcactccctc ctctcctcgg c 

<210> 76 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43966144 



<400> 76 

ttaacacgag ggagcctgtg atgctagcct gctatgtgtg gggcttctat c 

<210> 77 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42686658 



<400> 77 

cccctgtgat caatatcacc tggctgcgca acggccaaac tgtcactgag g 



<210> 78 
<211> 51 
<212> DNA 
<213> Homo 



sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 78 

caccaccaga tgccatggag accctagtct gtgccctggg cctggccatc g 



<210> 


79 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 79 

ccatggagac cctggtctgt gccctaggcc tggccatcgg cctggtgggc t 



<210> 


80 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 80 

tggtctgtgc cctgggcctg gccattggcc tggtgggctt cctcgtgggc a 



<210> 


81 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42686658 
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<400> 81 

tgggcctggc catcggcctg gtggggttcc tcgtgggcac cgtcctcatc 



<210> 82 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 82 

tcggcctggt gggcttcctc gtgggtaccg tcctcatcat catgggcaca 

<210> 83 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg38337333 
<400> 83 

gtttcctcat tagccctgtg acccctgcac acgcagggac ctacagatgt 

<210> 84 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 84 

ttgacatcta ccatctatcc agggaagggg aagcccatga acttaggctc 

<210> 85 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 85 

cttctagtag ttggccttca cccacagaac caagcttcaa aactggtatc g 

<210> 86 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg38337333 
<400> 86 

ggtactcagt ggccatcatc ctctttacca tccttccctt ctttctcctt c 

<210> 87 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 87 

tggccatcat cctcttcacc atcctcccct tctttctcct tcatcgctgg t 

<210> 88 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43984759 
<400> 88 

aggagctcaa gcgtgaggcc gagactctac gggagcggga aggcgaggag t 



25 



<210> 89 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism ■ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39660131 
<400> 89 

tcatgggcaa cctaaggcac aagtgtgtgc gcaacttcac agcgctcaac 

<210> 90 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 90 

cggaatacct ggccatcacc tctgagagca aagagaactg cacgggcgtc 

<210> 91 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 91 

agagtggcga gtgggtcatc gtggatgccg tgggcaccta caacaccagg 

<210> 92 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg21413267 
<400> 92 

acaacaccag gaagtacgag tgctgtgccg agatctaccc ggacatcacc t 

<210> 93 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000465 



<400> 93 

agaggctctt tctgcagaaa cttcccaaat tactttgcat gaaagatcat g 



<210> 94 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30421838 



<400> 94 

gtctaggatg gagatcctac aaacatgtca gtgggcagat gctgtatttt g 

<210> 95 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30421838 



<400> 95 

ataacttgca tgatcttgtc aaacagcttc atctgtactg cttgaataca t 

<210> 96 
<211> 51 
<212> DNA 
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<213> 



Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947341 



<400> 96 

ttacgtcgcc aaattcccag ggcacgttgc gcacgaactt cagtacggga t 



<210> 


97 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939230 



<400> 97 

tccctgtgac ccaggcaggt gcatgggtga cactggtcgt gacctggcca g 



<210> 


98 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42674136 
<400> 98 

cggcacacag gccgctcgcc ggagctgtgg cccaccccca gcccctggcc a 



<210> 


99 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41972699 
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<400> 99 

agaactcgcg ggtctcccac tacattatca actcgctgcc caaccgccgt t 



<210> 100 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42849556 
<400> 100 

ctgcaactac cttgaaccag ttgagttgcg gatccaccct cagcagcagc c 

<210> 101 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43996195 
<400> 101 

cagcatgacc tggcactgta cttcgaggaa agttggggat ttcaccgtag t 

<210> 102 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996195 
<400> 102 

ttgcaacttg aggtcggtgc ttagtatgag acagaagcca ttctgcagtg t 

<210> 103 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43948227 



<400> 103 

tttacagttt tcttactgca tcatctatgt cagaaatctg ttccttcagc t 

<210> 104 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43333426 
<406> 104 

agagccacta caaggtggac tactcgcgtt ttcacaagac ctacgaggtg g 



<210> 105 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43051431 



<400> 105 

tcacacctgt cctgaccctg gaggacgggt tctacgaagt tgactacaac a 



<210> 106 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43920929 



<400> 106 

gcaggatcac ctgcaccctc ttggggacca tgatgctcat ccagctgtct a 
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<210> 107 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43059041 



<400> 107 

agtcagacac cagcttagaa atgactatgg gcaatgcctt gtttcttgat g 51 



<210> 


108 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40148056 
<400> 108 

ggaggacagg caactcatca ccgaattagt catcagcaag atgaaccagc t 51 



<210> 


109 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42894986 



<400> 109 

acccgttctt ctgcccaccc actgaagccc cagaccgtga cttcttggtg g 51 

<210> 110 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43961212 
<400> 110 

tctggaagcc ggacatcctc tgagcgagtc gactgatccg ctggcgaacc a 



<210> 


111 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg42898003 

<400> 111 

tcatcagaga ttcgatctcc tcgtcagtca cgtgctcccc ggaggccctg a 



<210> 


112 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960684 
<400> 112 

gctttgagga ggaggcgcgg ttgcgggacg acactgaggc ggccatccgc g 



<210> 


113 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958714 
<400> 113 

ttcggaaagg gcaagcagtg accctcatga tggatgccac caatatgcca g 

<210> 114 
<211> 51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 114 

acacccacag cagttttggt ttaggtttat ctgtaaatgg aaggttctgg 



<210> 115 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43968419 



<400> 115 

tcttctccaa cagtctgcca cccgctgtcg ttggctgcgc ctccaaggcc 



<210> 116 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43064068 



<400> 116 

ttgtggtcct ggcctcgcag ttcctatccc atgacccaga acagctcacc 



<210> 117 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43064068 



<400> 117 

tcacagggaa aattcaacga gccaaacttc gagacaagga gtggaagatg t 

<210> 118 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41084924 
<400> 118 

tgactctccc cgacccgtcc caccatggtc tccacagcac tcccgacagc c 

<210> 119 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41084924 
<400> 119 

tccgcaaggc cttcctgaag atccttcact gctgactctg ctgcctgccc g 

<210> 120 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41084924 
<400> 120 

tcctcgtcgc cacactggtc atgccatggg ttgtctacct ggaggtggta g 

<210> 121 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43985000 
<400> 121 

ttgctctttg ctggttccct cttcatttaa gccgtatatt gaagaaaact g 

<210> 122 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43985000 
<400> 122 

tattgaagaa aactgtgtat aacgagatgg acaagaaccg atgtgaatta c 

<210> 123 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44930578 
<400> 123 

acgtgaacac cgacatctac tccaaagtgc tggtgaccgc cgtgtacctg g 

<210> 124 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003519 
<400> 124 
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attccttgat tgctaggacc ctttataaaa gcaccctgaa catacctact g 



<210> 125 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003519 



<400> 125 

cttatgctgt gatcatttca gtgggtatcc ttggaaatgc tattctcatc a 

<210> 126 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969010 



<400> 126 

tccgaaagaa gtcttgggag gtgtatcagg gagtgtgcca gaaagggggc t 

<210> 127 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43263108 



<400> 127 

agacacccct ttcccagctc gcctcaggga ggagggaccc aagggccccc t 

<210> 128 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 
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<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43263108 
<400> 128 

gcccctcggc cttcgcggtg ctggtgaccg gactggcggc caccgacctg c 51 

<210> 129 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43267238 
<400> 129 

ccagactggt cctggtggtg gtggcggtct tcgtcgtctg ctggactccc a 51 

<210> 130 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43267238 
<400> 130 

cagcactcac catggaatcc ccgattcaga tcttccgcgg ggagccgggc c 51 

<210> 131 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43267238 
<400> 131 

cgatccagat cttccgcggg gagcctggcc ctacctgcgc cccgagcgcc t 51 
<210> 132 
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<211> 
<212> 
<213> 



51 
DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264978 



<400> 132 

tggatctgca cctcttcgac tactccgagc cagggaactt ctcggacatc 

<210> 133 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3001696 
<400> 133 

cgctgcacct gtgcatcgcg ctgggttacg ccaatagcag cctcaacccc 



<210> 134 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3001696 



<400> 134 

tggctgtgac ccgtccccgg gacggtgcag tggtgtgcat gctccagttc 

<210> 135 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
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<222> (0) . . . (0) 

<223> Accession number cg42704646 



<400> 


135 


tggccttccc 


<210> 


136 


<2ll> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43326635 
<400> 136 

gggatgccac cttctgcttc atcgtgtcgc tggcggtggc tgatgtggcc g 



<210> 


137 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003708 
<400> 137 

ccatctcctt ctgtggctgt ctcacgcaga tgtatttcgt tttcatgttc g 



<210> 


138 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg3003708 
<400> 138 

ggtggaaagc cttctccacc tgtggctctc acctggctgt ggttctcctc t 

<210> 139 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg3003708 
<400> 139 

acagcaccat cattgctgtg tatttcaacc ctctgtcctc ccactcagct g 

<210> 140 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36729339 
<400> 140 

actctccaat gtactttttc ctctctaacc tctccttctt ggacctctgc t 



<210> 


141 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
<400> 141 

gacatcaggc gcacggtgcc aacctgcgcc atctgcaggc caagaagaag t 

<210> 142 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
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<400> 142 

aggcgcacgg tgccaacctc cgccacctgc aggccaagaa gaagtttgtg a 



<210> 143 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
<400> 143 

cagccttctc catgcccagc tggcaactgg cactgtgggc accagcctac c 



<210> 


144 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43040273 



<400> 144 

cctgtgctga tctggtcatg ggcctagcag tggtgccctt tggggccgcc c 



<210> 


145 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 



<400> 145 

cttgcccatt cagatgcact ggtacagggc cacccaccag gaagccatca a 

<210> 146 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> 


(26) . 


. . (0) 


<223 > 


singl 


e nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(0) 


<223> 


Accession number cg43336100 


<400> 


146 




ttggaagcgt 


gcatccagtg agacctatga ggcttgagtc 


<210> 


147 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. • (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(o) 


<223> 


Acces 


sion number cg2164 60 3 4 


<400> 


147 




gtgtgagcag 


agatgccaga accaaggtgg accgaacacc 


<210> 


148 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 



51 



51 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg43916882 

<400> 148 

tggcagctac cagcacactg cctccgccgt caataaaggc actgatggtc t 51 



<210> 


149 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 149 

tggctcccat tgtctgggag ggcacgttca acatcgacat cctcaacgag c 51 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 



<400> 


150 


acgtggacat 


<210> 


151 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 151 

acgtgggcgt ggagatcctg actccactgt tcggcaccct gcaccccggc 

<210> 152 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 



<400> 


152 


ggccc 


cagtc 


<210> 


153 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 153 

acgagagcca cctgaacaag tacctactgc gccacaaacc caccaaggtg c 

<210> 154 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000740 
<400> 154 

ggggagatac tggctcaccc aggaacacag ggaacatcac cttatgccac a 

<210> 155 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg38869466 
<400> 155 

acgcagtggc cgtgggctcc ctctgtgctc tttccgccag tcttctaggt t 

<210> 156 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 
<400> 156 

ccatcgccac gctccctctg tcctcggcct gggccgtggt cttcttcatc a 

<210> 157 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43964039 
<400> 157 

gatggaacag ctcctcgggt gtcttatcac tttggctggc tcccccctgc 

<210> 158 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43992017 
<400> 158 

gcggctgctg gtggatgggt gggcgggggg tgcagcctcc accccctccc 

<210> 159 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43948629 
<400> 159 

cgcctgtaat ggctgtgaac atgcttaccc agcaggaggt ccctgtcgtt 

<210> 160 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43955093 
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<400> 160 

cattgactag gggctgtggg ggcatgcgcc caggtgtccc tccatcagag g 



51 



<210> 161 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43955093 
<400> 161 

agcaggccaa gagagatctg tggaatgcat cttgttccag aataccagat a 51 



<210> 162 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) 

<223> Accession number cg43055918 



<400> 162 

cgctggcata ggacatggcg ggctttcccc ccgcagagct ctgggggcta c 51 

<210> 163 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974592 



<400> 163 

aaataacaag gcattgaaga atggcagacg agcggaaaga cgaaggaaag g 51 

<210> 164 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43956384 
<400> 164 

aaggacgcaa cgctgccacc atggatagta gcacctggag ccccaagacc a 

<210> 165 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44025634 
<400> 165 

tgaaagtatt caatcccaga aggaagctgg aatttgccct tctgtttcta g 

<210> 166 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43940037 
<400> 166 

gctggcgcac tgctagcctc agaggagcca gcacctcctc agcccccgcg c 



<210> 167 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44024279 
<400> 167 
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aaaaccagct acctgccttt ctggaggaac tttgccatga gaaagaaatt t 



<210> 168 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926814 
<400> 168 

catgagtttt gatcccagct cttctttccc tggctttctg ggccatttct c 



<210> 169 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single . nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg40918088 
<400> 169 

ttggagctgg aattactgtg tatgaggcct tagcagctgc tgatgagctt t 



<210> 170 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966985 
<400> 170 

tcaacaccta cgtccacttc caaggtaaga tgaagggctt ctccctgctg g 



<210> 171 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43924009 
<400> 171 

tggcttgcac aaattgcttg aagactcgat ccatgtaagt ggactgtctt g 



10> 


172 


11> 


51 


12> 


DNA 


13> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 172 

ctgggcagct gccctcacag tagttgccgt agtagccggt gggtgctatg a 



<210> 


173 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 173 

gccgagcctg caccaccaca aagggtcggt gcgactcttc gcctgggtcc a 



<210> 


174 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929685 
<400> 174 

catagaaggc caggagtcag gagacttggg ttctgtcctg gattatacac c 
<210> 175 
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<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43929685 
<400> 175 

ggagtcagga gacctgggtt ctgtcttgga ttatacacca gctcactgag g 



<210> 176 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43918561 
<400> 176 

ccatgcccac ccccgacgcc accaccccac aggccaaggg cttccgcagg g 



<210> 177 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42343176 



<400> 177 

atttaatgaa tttcctgaag actgtgagaa gtacaactga gaaatccctt t 



<210> 178 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 

50 



<222> (0) . . . (0) 

<223> Accession number cg43956382 



<400> 178 

aaaacaatga tatcgatgaa gttattattc ccacagctcc cttatacaaa c 

<210> 179 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43984681 
<400> 179 

caccatgaag cagttgctgc gggccttgga ggagggccgc gtgcgggaag t 

<210> 180 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43984681 
<400> 180 

tcctgtacaa agacaggaac ctccatattc ccaccatgga aaatgggcct g 

<210> 181 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43950996 
<400> 181 

ctgcggtgga gacgtcagag ctgccggggg agggggctcc tgcgccacag c 

<210> 182 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024506 
<400> 182 

accagctgct cgtagtacac aggcaagcac ttctccttgc ctacctccat 

<210> 183 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980381 
<400> 183 

ctaccgccaa ctatgacttt gtcctgaaga agcggacctt caccaaggga 

<210> 184 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42650960 
<400> 184 

tcccctggca gaactaccac ctgaatgact ggatggagga ggaataccgc 

<210> 185 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43249389 
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<400> 185 

acatccaggt ggtgttcgac gccgttaccg acatcatcat tgccaacaac c 



<210> 186 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946951 
<400> 186 

cagtgacggc agggtcaaag tccttagcgt agccctcgtt aaggctgtag a 

<210> 187 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43248117 
<400> 187 

aaccagccca ctgtgagaag accaccgtgt tcaagtcttt gggaatggca g 

<210> 188 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44027049 
<400> 188 

ccacaatgtt aggagggtat ttttatatcc ctccagttaa caaatacagc a 

<210> 189 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982075 
<400> 189 

ctgccatctt tcagccctct gaaactgtgt ccagcacaga atcttccctg g 



<210> 


190 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 190 

gcgcttccca ggtccggaca attcgtcaga ctattgtcaa actggggaat a 



<210> 


191 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 191 

ggcagctgaa gatcaccaat gctggcatgg tgtctgatga ggagttggag c 



<210> 


192 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 192 

gcgaggtgtt tgtgtccaat atccttaagg acacgcaggt gactcgacag g 
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<210> 193 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s api ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 
<400> 193 

tgtacactgc cagaaaagga aaaggggcct tttgtaatgg tcaaaaacta c 51 

<210> 194 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 
<400> 194 

tcttggtgac tgagttgggc tcttctagaa caccagagac tgtgagaatg g 51 

<210> 195 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946394 
<400> 195 

tagagcgcac acaggcctcc agctgggcca tgtccgtctc atcatcccaa g 51 

<210> 196 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43119818 
<400> 196 

ctgacagcta caggctcttt cagtttcatt ttcactgggg cagtacaaat g 

<210> 197 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<22 3> Accession number cg43 118 279 
<400> 197 

agaagttgaa ggggctggtg ccactgggac ccgaatcaag tcgacacact a 

<210> 198 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43325007 
<400> 198 

tgggttcagg gatgtagccc ttctccacag ccaggcggct cagggcaaac a 

<210> 199 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39524111 
<400> 199 

gccaatatag gatagggcac tacaggttcc ggtacagtga caccctggag c 

<210> 200 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43280516 
<400> 200 

acggggagga gctgcagatg gaacctgtgt gaggtgtctt ctgggacctg 

<210> 201 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963913 
<400> 201 

agaggttggg gggcgccgag cgcgaacggc cccgaaaggg gctgggctcc 

<210> 202 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40262905 
<400> 202 

tagtgaaagg cctgaaatat atgctcgagg tggaaattgg cagaactacc 

<210> 203 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918168 
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<400> 203 

ctccatcaac agcatccgga ctgcacggcg gctcgccgtg cggctggggc c 



51 



<210> 204 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259701 
<400> 204 

cgacgaggtg ctacgcgagg gcgagttgga gaagcgcagc gacagcctct t 51 

<210> 205 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl527767 
<400> 205 

ttttttccag cttacaatgg tacaggcagg agcctgggga aggtcctgtc c 51 

<210> 206 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<22 3> Accession number cg4 0968 986 
<400> 206 

agaagagagc ctgtgacact gccacttgtg tgactcatcg gctggcaggc t 51 

<210> 207 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 



58 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42550133 



<4 0 0 > 


207 




tcatc< 


ctgag 


ttctaagaag ctcctcctca gtgactctgg 


<Z 10 > 


208 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(o) 


<223> 


Acces 


ision number cg2526759 


<400> 


208 




ctctggttgt 


ccacgaggga gacaccgtaa ctctcaattg 


<210> 


209 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(o) 


<223> 


Accession number cg41664708 


<400> 


209 




aagtci 


tgtgc 


tgatccacaa gccacgtggg tgagagacgt 


<210> 


210 




<211> 


50 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. - (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 

<222> (0) . . . (0) 
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<223> Accession number cg43300673 



<400> 210 

agggaggcgg ggagggtagc atgggcacac ggccctcaca gggactcact 

<210> 211 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43284434 
<400> 211 

agttgaaatc agagaggaat aaaaaagaca ttttatattt tattctgctc 

<210> 212 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43132502 
<400> 212 

taagcatgag gtggcacgag gcaggcgttg gcgatgccac ctgggggtca 

<210> 213 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 213 

ggtccccttg ctttatccca agctctgagg gacgcagcct ggcatggctc 

<210> 214 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 214 

gtccccttgc tttatcccaa gctcgtaggg acgcagcctg gcatggctct g 51 



<210> 


215 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 215 

ctttatccca agctcggagg gacgcgagcc tggcatggct ctggcctagc a 51 



<210> 


216 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 216 

tagcagccag gtgacatggc caggctacct tcctgtacag gcactgtggg c 51 

<210> 217 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 217 
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gccaggtgac atggccaggc acctttcctg tacaggcact gtgggctcct g 



51 



<210> 


218 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 



<400> 


218 


aggtgacatg 


<210> 


219 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 219 

aggtgacatg gccaggcacc ttccttgtac aggcactgtg ggctcctggc c 51 



<210> 


220 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 220 

aggtgacatg gccaggcacc ttccttgtac aggcactgtg ggctcctggc c 51 

<210> 221 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952088 
<400> 221 

aatccacaat cggcatcagg aagcccaagt cccagtggcc attagggtcc 

<210> 222 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010957 
<400> 222 

tccctatgag cctgcaaagg agacattcag gaatgagttc catgttcgag 

<210> 223 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 223 

cagtgcatct gggaagattt ctacccgacc aacagttcct tcagcttcca 

<210> 224 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 224 

caacagttcc ttcagcttcc atttcacccc tcatttatcc ctcaaccccc 
<210> 225 
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<211> 
<212> 
<213> 



51 
DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 225 

tgctctcctt tcccctgccc ccagaacttt tatccactta cctagattct a 51 



<210> 


226 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43264626 
<400> 226 

tggccacagt gaaaaaggtc atgggaggag agaagcaaag taggaaggat c 51 



<210> 


227 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) 


r. (o) 


<223> 


Accession number cg43011543 


<400> 


227 




accgcaccct 


ttccaccggt ggggggccca gtgaagttta 


<210> 


228 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 



51 
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<222> (0) . . . (0) 

<223> Accession number cg43011543 



<400> 228 

cataccacgt tcactgcaag ggggggaacg tgtgggttgc tctattcaag a 



<210> 


229 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43933757 



<400> 229 

gaaacccagt aggctcctgg aggccctggt cagcttgctt ggaatccagc a 



<210> 


230 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41553795 



<400> 230 

tggtggtgct acccttggcc tcccagagtc ctgccaccct gctgccgcca c 



<210> 


231 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 



<400> 231 

agcccttctc cacccggata gattcttcac ccttggcccg cctttgcccc a 

<210> 232 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 



<400> 


232 


acccggatag 


<210> 


233 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41533258 



<400> 


233 


gtgcc 


tggac 


<210> 


234 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2753430 
<400> 234 

acgactttga gcctcgcgat cttttgagtc caacgtccag ctcgttctct g 



<210> 


235 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44036323 
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<400> 235 

tgcggcttaa aagggcaacc cgcgccggac ccttcctccc tagtcgcggg g 



51 



<210> 236 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43918671 
<400> 236 

gagagaccat ttacttacat cagtttggtt tatagacatt tgaatcatat c 51 

<210> 237 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43057018 
<400> 237 

agtttcatta tacttttctc tccacgtttt gtctatgttg aaaattttct g 51 

<210> 238 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005808 
<400> 238 

acaagacaga agctgaagtg catcccaaag gtgctcagag agccggcccg c 51 

<210> 239 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44005808 



<400> 


239 


tcttccttct 


<210> 


240 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 


misc 


<222> 


(0) 


<223> 


Acce 



<400> 240 

tggcgagtcc agggtcaccc acataaccat gcaccacggg tgctatgccg 

<210> 241 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 241 

gagtccaggg tcacccacat accattgcac cacgggtgct atgccgcttc 



10> 


242 


11> 


51 


12> 


DNA 


13> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 242 

taccatgcac cacgggtgct atgccacttc ttacaggacc tttttagccc 



68 



<210> 


243 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 243 

cctggaggca actgggtagg gtgcacaacg gcatgctttg gctggaacac g 51 



<210> 


244 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 244 

cagaacggca tgctttggct ggaaccacgc atccctcctt ccacggccgg c 51 



<210> 


245 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. - (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(0) 


<223> 


Accession number cg43971258 


<400> 


245 




cagagctagc 


tctggctctt caggctacaa gttcacagtc 


<210> 


246 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


- - (0) 



51 



<223> single nucleotide polymorphism 
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<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 246 

gtccttcgct cctgagcacc aggttcagtc tccaggaagg gatttggtga a 



<210> 


247 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43982507 
<400> 247 

gatacctttg cgtggatcaa gcttgctgta cttgaccgtt tttatattac t 



<210> 


248 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43982507 
<400> 248 

caaaaaaatt tataaactaa ttttggtacg tatgaatgat atctttgacc t 



<210> 


249 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 249 

cctccttctc cccctttccc ctccccgccc ccaccttctt cctcctttcg g 

<210> 250 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg41554010 



<400> 250 

ctgccctgcc acctgtctgt ctgtctccaa agaagttctg gtatgaactt g 51 

<210> 251 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 



<400> 251 

ctgccctgcc acctgtctgt ctgtctccaa agaagttctg gtatgaactt g 51 

<210> 252 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43984905 



<400> 252 

tccctccagg actaggctgg aggaacccag tggggtcccc cctgagtggg c 51 



<210> 


253 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984905 
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<400> 253 

cacatgtggg gacagggctg gtgtgcctgc tcccagcctc ttgctcagag 



<210> 254 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43992911 
<400> 254 

ctaaagtcgg agtatcttct tccaaaattt cacgtcttgg cggccgttcc 

<210> 255 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 255 

tttctagagg gggtctgttg aagatatgta actagtacac cccaaccccc 

<210> 256 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43932434 
<400> 256 

ccccaacccc caacctcagt ggaaagcaat gcccagggat taggctatgg 

<210> 257 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43318219 
<400> 257 

gcgcaggtca gagggcggcc gcagcgggcc tccgcgaggt ccccacgccg 



<210> 


258 


<211> 


50 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967861 
<400> 258 

ctctatactg tacactcacc cataatcaaa caattacacc atggtataaa 



<210> 


259 


<211> 


50 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967861 
<400> 259 

tctatactgt acactcaccc ataatcaaac aattacacca tggtataaag 

<210> 260 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43965366 



<400> 260 

gccgaatagc ctgggtttgg aaaagtatgt ttttgaaata tgtgggatct c 

<210> 261 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965366 



<400> 261 

tactgaccta aatcacaccc tagacttatc agagggaaat tctgaccata a 

<210> 262 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 



<400> 262 

tgtccttgaa gaacatgcac ttggcgcgga tggcacaagc aaaatggtag a 

<210> 263 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 
<400> 263 

cccgcgcccc agtaggagcc ccgcggccca gcaggtgcgg cgcgcacgga g 



<210> 264 
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<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg41637704 



<400> 264 

ccagcaggtg cggcgcgcac ggagcgcgcc ggccggcggc ttctcccgga g 



<210> 265 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 



<400> 265 

tgaaacttga aaccgcctct ggagctgcca ttctgcagag tatttggaaa a 

<210> 266 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980506 
<400> 266 

tccaagaaag ggtcatggaa gcttactggg aataatcctc tcaattagaa a 



<210> 267 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 

75 



<222> (0) . . . (0) 

<223> Accession number cg43961305 



<400> 267 

ggggggtttt tttttttttt Ctctgttttt tttttttttt tttttttttt 

<210> 268 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 268 

ctgggggttt tcggggagga accaaggctc acggagcctc ctgtgctgca 

<210> 269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 269 

gggggttttc ggggaggaac caaggctcac ggagcctcct gtgctgcagt 

<210> 270 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 
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<400> 270 

gagttaattt atgtaagtca tattttatat ttttaagaag taccacttga a 



<210> 271 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42 90 8 571 
<400> 271 

cttacctcaa ataaatggct aactttatac atatttttaa agaaatattt a 

<210> 272 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42164914 
<400> 272 

cagcccccat tgtggtcaca ggaagcagag gaggccacgt tcttactagt t 

<210> 273 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958501 
<400> 273 

cccaacctgg gtttggcaga catcagaatg atggagtaca ttttgcagat a 

<210> 274 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958501 
<400> 274 

cacccccagg ttctcctagt tcagaaaaaa gctgtgaaag tggaagaagg a 

<210> 275 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 275 

tttattctat tcctatctgt ggatgggtaa atggctgggg ggccagccct g 



<210> 


276 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42879455 
<400> 276 

agcctttgtg ctcccactca atacacaaag gcccctctct acatctggga a 



<210> 


277 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42879455 
<400> 277 

aaaaaggccc ctctctacat ctggggatgc acctcttctt tgattccctg g 
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<210> 


278 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 



<400> 


278 


agcaacttgg 


<210> 


279 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 279 

taagagtttt caagatgtca aacttaaggc tgatcagcag atgggatgtg 



<210> 


280 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(0) 


<223> 


Accession number cg43971741 


<400> 


280 




tttttaaaaa 


tccatccaca cacattggta aattaagtat 


<210> 


281 




<211> 


50 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 



<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43947749 



<400> 281 

aacgtcgatt cgcaccgtcc aacctgcccc gcccctccta cagctgtaac 



<210> 


282 


<211> 


50 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc feature 


<222> 


(25) . . . (26) 


<223> 


Nucleotide deleted between bases 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947749 



<400> 282 

acgtcgattc gcaccgtcca acctgccccg cccctcctac agctgtaact 



<210> 283 

<211> 51 

<212> DNA 

<2 13 > Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44131752 



<400> 283 

cacttaatac cagagacccc ccccccttcc cctccccctt cccctccccc 



<210> 


284 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
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<222> (0) . . . (0) 

<223> Accession number cg43917718 



<400> 284 

agacgtgtct gccacaggtc tcagggtaac agatgccctg tccactgaga g 

<210> 285 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> 


(26) . 


- - (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


\ (0) 


<223> 


Accession number cg43928048 


<400> 


285 




tttgatggaa 


aggttgtcca cactgagaat tatcacacac 


<210> 


286 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


--(0) 


<223> 


singl 


e nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(0) 


<223> 


Acces 


sion number cg4 2 714 751 


<400> 


286 




ccctccggat 


tcggcgcgcg tgcggmccgc cgcgagtgag 


<210> 


287 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 287 

tccaagctaa gcactgccac tgggggaaac tccaccttcc cactttccca c 

<210> 288 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 288 

ccacctccat cccagacagg tccctgccct tctctgtgca gtagcatcac 



<210> 


289 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


r. (o) 


<223> 


Acces 


ssion number cg43322545 


<400> 


289 




cacctccatc 


ccagacaggt ccctcgcctt ctctgtgcag 


<210> 


290 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(o) 


<223> 


Accession number cg43980494 


<400> 


290 




gtctgataga 


agaggagcag gagaagcaaa tcgttaaaac 


<210> 


291 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43925424 
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<400> 291 

tcaggagcaa ggcgaatgta tgacaccatg tccacaatgg tgtacataaa g 



<210> 292 
<211> 51 
<212> DNA 
<213> Homo s 

<220> 

<221> allele 
<222> (26) . . 
<223> single 



apiens 
. (0) 

nucleotide 



polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42479188 



<400> 292 

ttctgaagag gctgacgatt ttactgtctc atttttttcc tttctccaga a 



<210> 293 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 



<400> 293 

ctagcttccc ttcccattca acacacacac acattcttgc tctacccaaa g 

<210> 294 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg38337333 



<400> 294 

tgtctcaaac ccagcttgcc agctccaatg taccagcagc tggaatctga a 

<210> 295 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg27803682 
<400> 295 

gtggctgggc tattccatcc atctggaagc acatttgagc ctccaggctt 



<210> 


296 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 296 

cgagcggcac ccagagcctg cacccgccct caccgtcctt ctgcgtcccc 



<210> 


297 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 297 

aggagccctc ttcggtgtcc ccgagcgcca cggtcaagac ccgcagcacc 



<210> 


298 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 298 

cggtcaagac ccgcagcacc aaagcgccgc ccccgcacct gcccctgtcg 



84 



<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> , allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42481172 



<400> 299 

gagccgtgtg gctgtggcct ccgggcggcg gtggacggcg tgcgcttcat 

<210> 300 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg39518465 



<400> 300 

gggtgcacgg ccggccctgg gcaggcgtag ccatggagct gtggcgccaa 

<210> 301 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41972699 



<400> 301 

atggggccgg tgtctcgcca ggaggcgcag acccggctcc agggccagcg 



<210> 302 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg40333812 
<400> 302 

agcatttgag gaagcataac tgacgtgtga agggggtgtg gggtacttgc 

<210> 303 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43280482 
<400> 303 

agcatctgca gacgaccccc gcagcctttc cctcggaccc ccctcgaagc 

<210> 304 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (22) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44014837 
<400> 304 

cactgctgtg cagggcaggg atgctccagg cagacagccc agcaaag 

<210> 305 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41626506 
<400> 305 

cagcacagcg agcgctctca ttctgccttt tttcctcttc tcagccaact 



86 



<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918944 



<400> 306 

tctgtagagc tctgaaaagg ttgacgatat agaggtcttg tatgttttta c 

<210> 307 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988365 
<400> 307 

gacagacgag acagtgaggt atgtggggct gctccggaat ggtccggagg c 



<210> 308 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969460 



<400> 308 

taactatgca agacaagact tggtcgtcac gttcgcgtct ctagttgatt t 

<210> 309 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 



<400> 


309 


aattaaaact 


<210> 


310 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931444 



<400> 


310 


tgctcgcgcc 


<210> 


311 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42937321 
<400> 311 

cttttccctc ttaccctctc tctcttaaca tcgtaaacaa cagacttacg 



<210> 


312 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42937321 
<400> 312 

cctcttaccc tctctctctg aacattgtaa acaacagact tacgttaaac 

<210> 313 
<211> 51 



88 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg40991963 



<400> 313 

caaaatgtaa cagtggcttt tcaacgggag taaagcaaag tctctaaagc t 

<210> 314 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43951366 
<400> 314 

aaagatgttt gaatacttaa acactatcac aagatggcaa aatgctgaaa g 



<210> 315 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 



<400> 315 

tggtggagcc actgcagtgt tatctcaaaa taagaatatt ttgttgagat a 

<210> 316 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43306254 



<400> 316 

cacttaactt gcatgtgcac agcttctggt aacaaatatc gctaaacctt a 



51 



<210> 317 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306254 



<400> 317 

atgtgattaa ttatgtgatg aaaacttttt ttataaatga tcttggtcta t 



51 



<210> 318 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 



<400> 318 

caatcagaat tgataagcac tgttcttcca ctccatttag caattatgtc a 



51 



<210> 319 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44032168 



<400> 319 

tccatccctc ttttgggctc ttctgcaggg aagtaacatt tactgagcac c 



51 



<210> 320 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43154190 
<400> 320 

tacccggaag ttgagctcaa tttcacttct gttttctggc cacaactgcc 

<210> 321 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 321 

cccagtcctg cggctcctac tggggcgtgc gctggtcgga agattgctgg 

<210> 322 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 322 

tactggggag tgcgctggtc ggaaggattg ctggactcgc tgaagagaga 

<210> 323 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 323 
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cggtccgtgg tccccggggg cgcaggtcgc agcgctcccg ccctccaggc g 



<210> 324 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg43947066 



<400> 324 

ttctcaaaag gctgggggta tttatgtaag aacttattcc aaagtgactc t 



<210> 325 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43923264 

<400> 325 

aggaaagccg gagaattggg gcacgaagag ggggggcttt gatgacccgc 



<210> 326 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43942332 



<400> 326 

agattcatca gaataggatt tttgccaaat cccacccata tgctgttgag c 

<210> 327 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43274705 



<400> 


327 


ccgctgtctc 


<210> 


328 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42207316 
<400> 328 

ccacttctct gggacacatt gccttttgtt ttctccagca tgcgcttgct 



<210> 


329 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43927885 
<400> 329 

catcatcatc atagtttact tcagctctta aatccccgag gagtctgccc 



<210> 


330 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg40388639 
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<400> 330 

ctcttgccca gccggctgca agttttgtaa gcgcgggaca gacactgctg a 



51 



<210> 


331 




< Z ± ± > 


51 






DNA 




<213> 


Homo 


sapiens 


< z z u > 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorph: 


<221> 


misc 


feature 


<222> 


(0) . . 


(0) 


<223> 


Acces 


sion number cg43949316 


<400> 


331 




aggttaccaa 


acaggaatac aacacttctc 1 


<210> 


332 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


singl 


e nucleotide polymorph: 


<221> 


misc 


feature 


<222> 


(0) . . 


\ (0) 



51 



<223> Accession number cg43958714 
<400> 332 

tgggtgatga tcactgtgct gcttgcggct catggcagag cattcagtgc c 51 



<210> 


333 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) 


- - . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) 


- - (0) 


<223> 


Accession number cg43275028 


<400> 


333 




acagactggc 


tgcagcatta ggaattaggt cattccgaaa 


<210> 


334 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 



51 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 334 

ggtcattccg aaactcatca ttgaaccagg aagaagaaga gttcaatctt a 



51 



<210> 335 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 335 

agaatggcac tgaattcgtt tcttcgaaca cagatataat tgttggttca a 



51 



<210> 336 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 336 

ctttcacttg gtgctggaga attcagaagt caagaacatg ctaagcataa g 



51 



<210> 337 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 337 

ttcaaaagtc aagaacatgc taagcgtaag ggacccaagg tagaaagaga t 



51 
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<210> 


338 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 338 

ttctccttcc agaatgaggc cctgggagga ccctcctagt gatctgttac 



<210> 


339 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 339 

actacataag gacagcaaca tgcctgtgga catgagagaa tttgtcttac 



<210> 


340 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43985000 



<400> 340 

gaaaaaaatc acaaggcaac tgtgagtccg ggaatctctt ctctgatcct 

<210> 341 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg39565524 
<400> 341 

tccgacccca cacaccctga gggaggccta ccctagcctc agccgctcct g 



<210> 


342 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 342 

ataatccatg cctctgaata ttagagtggt ttcttggatg ggattttgaa t 



<210> 


343 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 343 

gggattttga atatgcattt aagaacgttg ggaagaattt cacagatgat g 



<210> 


344 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 344 

gaatatgcat ttaagaagtt gggaacaatt tcacagatga tgattggagg a 

<210> 345 
<211> 51 
<212> DNA 
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<213> 



Homo sapiens 



<220> 

<221> allele 

(0) 



(0) 



<222> 


(26) . 


<223> 


singl< 


<221> 


misc : 


<222> 


(0) . . 


<223> 


Access 


<400> 


345 


tcggcaaatc 1 


<210> 


346 


<211> 


51 


<212> 


DNA 


<213> 


Homo i 


<220> 




<221> 


allele 


<222> 


(26) . 


<223> 


singl< 


<221> 


misc : 


<222> 


(0) . . 


<223> 


Acces! 



(0) 



<400> 346 

aaggcataag aactaggagc tgctggacat ttcaatatga agggcaactc 



<210> 


347 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cgll751407 
<400> 347 

gaatgtgggg ataaggcatt gggactctat caggtatcct gaggagagac 



<210> 


348 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> mi sc_f eature 

<222> (0) . . . (0) 

<22 3> Accession number cg4332 6635 
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<400> 348 

cagccgggag ctctgccagc tttggtgaag gagggtgctt gcctcgtgcc c 



<210> 


349 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43326635 



<400> 


349 


cgggagctct 


<210> 


350 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43993798 



<400> 


350 


tgctc 


ttgct 


<210> 


351 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43040271 
<400> 351 

atgcttcccc caaccctagg gaatccacac ttaagataat tcgccacttc t 

<210> 352 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43040271 
<400> 352 

ccaaccctag ggaatcaaca cttaatataa ttcgccactt ctcctctttc t 



<210> 


353 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43040271 
<400> 353 

agataattcg ccacttctcc tctttttctc tgctccgctc acggcttgca g 



<210> 


354 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 354 

cgcagagccc cgccgtgggt ccgcccgctg aggcgccccc agccagtgcg c 



<210> 


355 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 355 

cagcgccttc ttgctggcac ccaatggaag ccatgcgccg gaccacgacg t 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 356 

tgcgccggac cacgacgtca cgcaggaaag ggacgaggtg tgggtggtgg g 



<210> 357 

<211> 51 

<212> DNA 

<213> Homo s 

<220> 

<221> allele 
<222> (26) . . 
<223> single 



apiens 
. (0) 

nucleotide 



polymorphi sm 



<221> misc_feature 
<222> (0) ... . (0) 

<223> Accession number cg43040273 



<400> 357 

gcaggtcttc tttgaaggcc tatggcaatg gctactccag caacggcaac a 



<210> 358 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 



<400> 358 

attgtagtac aaatgactca ctgctataaa gcagtttttc tacttttaaa g 

<210> 359 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43040273 



<400> 359 

ataaacttag aataaaattg taaaaattgt atagagatat gcagaaggaa g 

<210> 360 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998970 



<400> 360 

aggggtggaa ctgctgatgg gattttcctt cattcccttc tgataaaggt a 

<210> 361 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43998970 
<400> 361 

agcctcccca gagacaacac cgggaccctc atctctctcc tcaccctgct g 



<210> 362 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 



<400> 362 

gtcttctccg cgcccacccc gctggtaagg ggaagtgggc gaagctggag c 

<210> 363 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917396 
<400> 363 

ggggccgggc actgcccagg aaggggctcc gggagaggga gccggcggct g 51 

<210> 364 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 
<400> 364 

agacgaagac cccaggaagt catcccgcaa tgggagagac acgaacaaac c 51 

<210> 365 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921289 
<400> 365 

cccacgcctg ccaggagcaa gccgaagagc cagccggccg gcgcactccg a 51 

<210> 366 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 



103 



<223> Accession number cg43928515 



<400> 366 

aaacaaataa gcccttttta ctgacgatgc acccaacctt ttcagctgaa g 51 



<210> 


367 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 



<400> 


367 


agagt 


caaaa 


<210> 


368 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43955093 
<400> 368 

aagcagcctt gacagtaatc actgagtggt agggaaaaaa agacagttgg g 51 



<210> 


369 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43925474 
<400> 369 

aggcaaaagc tcacagtaaa tgtatcccag aacaggggcc taagtgaagg t 51 



<210> 370 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014437 
<400> 370 

ctgctcccan cttcgccagc ctccagtgta caacttccgc gtgtagtggg c 

<210> 371 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44014448 
<400> 371 

ctgctcccaa cttcgccagc ctccagtgta caacttccgc gtgtagtggg c 

<210> 372 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43973129 
<400> 372 

cacttcactg aaagacacca tttatatacc caagggcaga aagtagaact t 

<210> 373 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43950657 
<400> 373 
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gataggactc aagcttattt gggattctga tcaattcttt ctgatgttgt 

<210> 374 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) . 

<223> Accession number cg43956384 



<400> 374 

tacagccatc tgtacctact ggagctgcag aagggaagtc cactcagtca 



<210> 375 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43992229 



<400> 375 

agcagtgcag ccccggcgcg gagcaaggag cctcggcccg cgcccggcgc 

<210> 376 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 
<400> 376 

gagaaaaagc atggtaccca accgattttc cacttttcag caatacttca 



<210> 377 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 
<400> 377 

taaagtttta agaaatgtca taatgtcatg agcttgaaat atctctaggc a 



<210> 


378 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981656 
<400> 378 

agcaaagaaa cactggcaga attcctgcat ttgcaaaatt ctaagttttg g 



<210> 


379 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44910613 
<400> 379 

aaataaatgt tttcatagtc attacacttt acaatgggag tgctaaaatt c 



<210> 


380 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44035104 
<400> 380 

aactgggttg ctctaagaac tgatgcctaa accgtctcag catggcctgt a 
<210> 381 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> tnisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929959 
<400> 381 

caatgcatga atctgtaccc ttcggagggc actcacatgc cgcccccagc 

<210> 382 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43950250 
<400> 382 

ttgttcatga tttcttgatg ttccttaatg gaaaactaag agatggaatt 

<210> 383 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43064090 
<400> 383 

gccgagtccg ctggtgggcg gaccctaggg gagcagccag tagggaagtt g 

<210> 384 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064090 
<400> 384 

ccgagtccgc tggtgggcgg acccatgggg agcagccagt agggaagttg g 

<210> 385 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43064090 
<400> 385 

gggagcagcc agtagggaag ttgggggagt tccagaatca gggggcgtgg c 

<210> 386 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064090 
<400> 386 

taatcgggag ggctggagca gaggggggcc ccgccgaggg gcgtggtcag t 

<210> 387 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30490224 
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<400> 387 

gatgccaaaa aaacaaaggt gagaacccac aacacaggtc taaactcagc a 



51 



<210> 
<211> 
<212> 
<213> 


388 

50 

DNA 

Homo sapiens 






<220> 
<221> 
<222> 
<223> 


allele 
(26) ... (0) 

single nucleotide polymorphism 






<221> 
<222> 
<223> 


misc feature 
(25) . . . (26) 

Nucleotide deleted between bases 25 and 26 




<221> 
<222> 
<223> 


misc feature 
(0) . . . (0) 

Accession number cg43924431 






<400> 388 

gtcttttaca gatggttttt caaaaagagt ccagtaaaat 


atttcacatt 


50 


<210> 
<211> 
<212> 
<213> 


389 

51 

DNA 

Homo sapiens 






<220> 
<221> 
<222> 
<223> 


allele 
(26) ... (0) 

single nucleotide polymorphism 






<221> 
<222> 
<223> 


misc feature 
(0) . . . (0) 

Accession number cg43936047 






<400> 389 

cgttgttcct aatgtggatc taccatccct gtgttcatcg 


agattccggt c 


51 


<210> 
<211> 
<212> 
<213> 


390 

51 

DNA 

Homo sapiens 






<220> 
<221> 
<222> 
<223> 


allele 
(26) ... (0) 

single nucleotide polymorphism 






<221> 
<222> 
<223> 


misc feature 
(0) . . . (0) 

Accession number cg43272443 






<400> 390 

tgggattaca ggtgcgcact accacgccaa gctaattttt 


gtatttttta g 


51 


<210> 
<211> 


391 
51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43966848 



<400> 391 

ccttcagcac ccctgcagcg gaaaataatg agccgccgta gccgccatcc 

<210> 392 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43964140 



<400> 392 

aaaaagctac agaaaagaaa tcactctgaa aaacacaatg actcagaggc 



<210> 393 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43285114 



<400> 393 

cagggacatg cgggcacccc gtgggtcttt ggcggctcac aggacaatgg 



<210> 394 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
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<223> 



single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> 


misc 


<222> 


(0) .' 


<223> 


Accei 


<400> 


394 


gcaggcagag 


<210> 


395 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44003626 
<400> 395 

taaacagctc agttcaggga ctggtgtaca agctggccac ccatctcagc c 



<210> 


396 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917206 
<400> 396 

ttacaggaca tcacctgcca tcttaaggtt taatatttac aaatgcctag t 



<210> 


397 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 


<223> 


single nucleotide 


<221> 


misc feature 


<222> 


(0) . . . (0) 


<223> 


Accession number < 
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<400> 397 

ggccgatttt tccacaattt aaatctcagt tcacctggta tccagctcca g 



<210> 398 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 398 

gtttccacct ccccagacag gcatttcgag tgggaggcgg gagcacgtac c 

<210> 399 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 399 

tttccacctc cccagacagg cattctgagt gggaggcggg agcacgtacc g 

<210> 400 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43297716 
<400> 400 

ctaaacccaa atgggggctg ctggctgacc ccgagggtgc ctggccagtc c 

<210> 401 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 401 

ttttatcatt aaagtgccag aatggttctt taatgaaaac aaaaaacaaa g 

<210> 402 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939240 
<400> 402 

ggagggttgg agtcactgac gaatgtgagc cgggccaggc ccatgcaaag g 

<210> 403 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941552 
<400> 403 

gccacctgcc cgggctgtgg aggaggctcg cgctgaccag gcgctggggc 

<210> 404 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941552 
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<400> 404 

gcttctgccc acaccgcagg gacaagccct ggagaaatgg gagcntgggg a 



<210> 405 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42917153 
<400> 405 

catttctctt tgtacataat acatttacct ccctgcctcc tctcctttct a 

<210> 406 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927693 
<400> 406 

caggggtcag cagagcttca gaggttgccc cacctgagcc cccacccggg a 

<210> 407 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 407 

cagaaagcag caaattagtg tttttaagga ccgaattcgg ctcccgcagc t 

<210> 408 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 408 

aagcagcaaa ttagtgtttt tcaggcccga attcggctcc cgcagctcct g 



<210> 


409 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 409 

ctcccgcagc tcctgcatct ccatttgtct agattttatt tcttctttgc a 



<210> 


410 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 410 

cccgcccagc ccgacgccta ctgagtcccc gcgctcgccc caccggcgcg c 

<210> 411 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 411 

ccagcccgac gcctactgag ccccgtgctc gccccaccgg cgcgctcttc g 
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<210> 412 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg25236776 
<400> 412 

agcccgacgc ctactgagcc ccgcgttcgc cccaccggcg cgctcttcgc g 

<210> 413 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 413 

cgacgcctac tgagccccgc gctcgtccca ccggcgcgct cttcgcgccc g 

<210> 414 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43968406 
<400> 414 

gctacgttta ctcacagcca gcgaaactga cattaaaata actaacaaac a 

<210> 415 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42748886 
<400> 415 

cgcctctgat ccaagccacc tcccgtcaga gaggtgtcat gggcttccaa 

<210> 416 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43969533 
<400> 416 

ctctgcacaa gggaagccta tcctattttt ttttcctttg cgaaaacaga 

<210> 417 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976681 
<400> 417 

aatgcctcag atcagtgacc caaggacctt ccagaatgga tgaaatagac 

<210> 418 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43976681 
<400> 418 

atgcctcaga tcagtgaccc aaggaccttc cagaatggat gaaatagacc 

<210> 419 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43984044 
<400> 419 

ccaagcggaa ggccattttc cctgctcttc ctcagttgtc cggggcgggg 

<210> 420 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43933283 
<400> 420 

ctaattgtgt cgaatttcca ggattagagg aaaagttgct ccctttcagc 

<210> 421 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42381630 
<400> 421 

aaagcaatca cagtgttaaa agaagacacg ttgaaatgat gcaggctgct 
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<211> 
<212> 
<213> 



51 
DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg41664708 



<400> 422 

ccagccagct catttcactt tacaccctca tggactgagt ttatactcac c 



<210> 423 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43277632 



<400> 423 

agccttcccg cagaaaaaga tgcagtcccc cagaccttct ctgtgctgat t 



<210> 


424 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 424 

taccagaggc tgcatcggct gcgcggagag cagatggcgt cgtattttgg g 



<210> 425 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



120 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg40310734 



<400> 425 
tggtgggcgc 



tccactgtat atggacagcc gggcagaccg aaaactggcc g 



51 



<210> 


426 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 426 

ctctcaacag gcaggcacca ccctggacct ggatctgggc ggaaagcaca g 51 



<210> 


427 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 427 

ggttacaagt gtgaatgtag tcgtgcctat caaatggatc ttgctactgg c 51 



<210> 


428 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 428 

gccgaggacg tgcgtggcaa cctgaagggc aacaccgagg ggctgcagaa g 51 



<210> 429 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) ... (0) 

<223> Accession number cg43299024 



<400> 429 

tacgaggtgc ccttggagac cccgcgtgtc cacagccggg caccgtcccc a 



<210> 430 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 430 

gaggagccct tcggggtgat cgtgcgccgg cagctggacg gccgcgtgct g 



<210> 431 
<211> 51 
<212> DNA 
<213> Homo s 

<220> 

<221> allele 
<222> (26) . . 
<223> single 



apiens 
- (0) 

nucleotide 



polymorphi sm 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43285373 



<400> 431 

gactgactgg ggaaaggaac ctaaactcga gtctgcctgg atgaatggag a 

<210> 432 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36834323 
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<400> 432 

agttattcta gaggatacag aaatcgtcga agttcccgag aaactaggga g 



51 



<210> 433 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 433 

ggaccagggg gccatgctgc tcaatatctc aggccacgtc aaggagagcg g 51 



<210> 


434 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42359655 



<400> 434 

tgcttttcag ggcggaaaac tctctgttgt cctgcgagct gaagatatcc c 51 



<210> 


435 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 



<400> 435 

gtgtgggcct tggtgaactc tagcaagcgg ctaatgtctc ctggtttggt c 51 

<210> 436 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg43969028 



<400> 436 

ggagatgtgg tcattcctag tgattttttt cagatagtgg gaggaagcaa c 

<210> 437 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43933479 



<400> 437 

aaggagaaga gaaagctgtt tatccgttcc atgggtgaag gtacaataaa t 

<210> 438 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942537 



<400> 438 

gccactgtct cttccaaacc cttcaagcct tgtcttgctt gttctcgtct a 



<210> 439 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 



<400> 439 

ttccaaatgc tgagcccaga gcgttatctc ctgcccatga gcaccacagt 
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<210> 440 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 



<400> 440 

ctggaacagt ttcctcatta gccctctgac cccagcacac gcagggacct a 51 

<210> 441 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . CO) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 



<400> 441 

tcatcgctgg tgctccaaaa aaaaagatgc tgctgtaatg aaccaagagc c 51 

<210> 442 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg30421838 



<400> 442 

ggatgctgtt gctctcccac agccattggg cgttccaaat gaaagccaag c 51 

<210> 443 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43064060 



<400> 443 

gccaatggca tccagaacaa ggaggtggag gtccgcatct ttcactgctg c 

<210> 444 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991813 



<400> 444 

tctcgactaa cagcatttcc aaagacggag cgaatattgt ccacggttga g 

<210> 445 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42904626 



<400> 445 

gagtgccttg acgatacagc taattgagaa tcattttgtg gacgaatatg a 

<210> 446 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42904626 



<400> 446 

aagaagttat ggaattcctt ttattcaaac atcagcaaag acaagacagg g 

<210> 447 
<211> 51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42460457 
<400> 447 

gccgcctcag ccagcaagca ggcggttagg ccagtcctag ccaccacaga 



<210> 448 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43272594 



<400> 448 

gggatgtact gcatggtgtt cttggcgctg tatgtgcagg cacgactctg 

<210> 449 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958858 



<400> 449 

tcaggtggtg ggaacctacc gttgcgttcc tggaaagaag ggaggctaca 



<210> 450 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43916732 

<400> 450 ^ 
gtacagcggg cgggccacct cgggctctga gcaccaattt tgcggggggc g 51 

<210> 451 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42894809 
<400> 451 

ggatgctgga gagtggatca ctgtcgatca gacgacaaca gccaaccgtt a 51 

<210> 452 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40388639 
<400> 452 

gattcctcca gagctggtgt tggaacttcc catcaggcac cccaagtttg a 51 

<210> 453 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg40388639 
<400> 453 

aagtttgagt ggttcaagga cctggcgctg aagtggtacg gcctccccgc c 51 

<210> 454 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 454 

aatttctata tcactgggga cagaggatat atggataaag atgggtattt c 

<210> 455 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 455 

tggaacaagt ggatatccga aaatgtctgc acacacccac agcagttttg g 

<210> 456 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 456 

aggagaggtg gtgaaggcat ttgtgatcct ggcctcgcag ttcctgtccc a 

<210> 457 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2514276 
<400> 457 
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gtgatggacc ctctcatata tgccttccgc agccaagaga tgcggaagac 



<210> 458 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg32423505 
<400> 458 

ttccatctga ggtttataaa ccacgtattc aggcaaagtg gccagaatgg 

<210> 459 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43335558 
<400> 459 

caagacctag ctccccagca gagagtggcc ccacaacaaa agaggtccag 

<210> 460 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43998970 
<400> 460 

gacagagctg taccgtgaca ttttcgagca ccttcgggat gaatcaggca 

<210> 461 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 461 

gagggcgatt tctactacct gggggcgttc ttcggggggt cggtgcaaga g 

<210> 462 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935995 
<400> 462 

agtgtccctc accatggtca ccctggtcac cctgcctctg cttttccttc t 

<210> 463 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43935986 
<400> 463 

cctggaacgc gccttgtacc tgctcataag gagggtgctg cacttggggg t 

<210> 464 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43968274 
<400> 464 

gagcacgagg aagccatgaa tgcggtctac tcaggctacg tctacacgca c 
<210> 465 
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<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg44018598 



<400> 465 

agatactttc tataagcagt ttttacattg taggaagcag ctgaattcaa 

<210> 466 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44926796 



<400> 466 

acactggaaa gcacaacagt tggcagttct gtctagaaaa taataattgc 

<210> 467 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43055918 



<400> 467 

aacgctgccc tgactgagaa aggcatgatg ctcgctccac tgctggaacc 

<210> 468 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
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<222> (0) . . . (0) 

<223> Accession number cg43966985 



<400> 


468 




catccaggac 


aacttctcgg tgactgaagt gcccttcact 


<210> 


469 




<. J. J- -> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. - - (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) ." 


r. (o) 


<223> 


Acces 


ssion number cg4 3 918 854 


<400> 


469 




cttcaaccct 


ggtcggagac aacggctcac catggccatc 


<210> 


470 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 



51 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918484 



<400> 470 

ctgattcttc cgttcttctt gacttgtgcc accttgccag ccagctgctc g 



51 



<210> 


471 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 



<400> 471 

acggccctgg agaaccagaa gaaggtgagg aagaagaaag tcttgattgc c 



51 



<210> 472 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43942977 



<400> 


472 


ggatggtgtc 


<210> 


473 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



51 



<220> 

<221> allele 



<222> 


(26) . 


- • (0) 


<223> 


singl 


.e nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


\ (0) 


<223> 


Accession number cg43943361 


<400> 


473 




ttggggttgg 


cttggtttca ataagcaacg gggacactta 


<210> 


474 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


\ (o) 


<223> 


Acces 


ision number cg25236776 


<400> 


474 




gtgaccgagc 


ccgagtgccg cgaggtcttt caccgccgcg 


<210> 


475 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


(0) 


<223> 


Accession number cg25236776 



51 



51 
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<400> 475 

cagtgcctcc cctgcggccc cggggtcaaa ggccgctgct tcgggcccag 



<210> 476 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg38899722 
<400> 476 

ggccaactct gctatggaca ccagactact ctgctgtgcg gtcatctgtc 

<210> 477 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cgll753818 
<400> 477 

gcctggaaca ccaggctcct ctgccatgtc atgctttgtc tcctgggagc 

<210> 478 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 478 

agccacccag accggagact cggccatcta cctctgtgct gtggaggcct 

<210> 479 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 


misc feature 




<222> 


(0) . . . (0) 




<223> 


Accession number cg2526759 




<400> 


479 




cggccgtcta cctctgtgct gtggacgcct 


attctaacaa 


<210> 


480 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 




<222> 


(26) ... (0) 




<223> 


single nucleotide polymorphism 


<221> 


misc feature 




<222> 


<0)...(0) 




<223> 


Accession number cgl902363 




<400> 


480 




cagaacaaaa gcaaatggaa ttggatagca 


tcctggtggc 


<210> 


481 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 





51 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43277632 
<400> 481 

gaaacccgga agcactgtaa ttgcggggtc tataaatgca catggctctg t 51 



<210> 


482 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) . . : (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43252813 
<400> 482 

tgtattcctg taatggggct gatgatatat atgatggtta tggaccacca c 51 
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<210> 483 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43920913 
<400> 483 

gcccctgagc agtcaggacc cggcttccgt ccgtgagtgc cacgatccca 

<210> 484 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 484 

99 a 9tgggtg ctgctgctct tgggagcttg tgctgcccct ccagcctggg 

<210> 485 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 485 

cgtgtcctcc ctcccctatg cggtggcccc gctcagcctg ccccgagggg 

<210> 486 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 486 

ggggtactat gggccccagt gtcagcttgt gattcagtgt gagcctttgg 

<210> 487 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 487 

gctgggtacc atggactgta ctcactcttt gggaaacttc agcttcagct 

<210> 488 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42388009 
<400> 488 

tgcagaaggc accacagaga ccggagggca gggcaagggc acctcgaaga 

<210> 489 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977436 
<400> 489 

gtgtgtgtgt aatggtgtgg ctgtatgctc caaccaagat cttattactg 

<210> 490 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43280376 
<400> 490 

cggaagctgg tgtcctactg cccccgaagg ttgcaacaac tgttgcccct c 



<210> 491 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42201364 
<400> 491 

ccagggcctc caggtccaag aggcccctct ggagagcctg gtcttccagg g 

<210> 492 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42201364 



<400> 492 

gtgttttacg ctgaacgata ccaaatgccc acaggcataa aaggcccact a 

<210> 493 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40339378 
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<400> 493 

tccaggaata ccaggtctgc ctggtgttcc tggaacaaga ggattaaaag g 



51 



<210> 494 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43063256 
<400> 494 

agactgtgtt accaacagac catgcggaag tcaagtgcga tgtgaaggct t 51 

<210> 495 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44032748 
<400> 495 

ctccagttct acaacttgtg taaggcaagc acagtgtgga caggatttcc a 51 

<210> 496 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43049885 
<400> 496 

cagtttgggg gacagccatg cactgcgcct ctggtagcct ttcaaccatg c 51 

<210> 497 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21644442 
<400> 497 

ccaggctctc ccaggatctc atcaccgcgc ccccagggcc tcagcaaccc c 

<210> 498 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2753430 
<400> 498 

ccaagctccc atgacccaga caacgtcctt gaagacaagc tgggttaact g 

<210> 499 

<211> 51 

<212> DNA 

<2 13 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 
<400> 499 

tccacgtaga agcggaagcc gaggtgggag atgtacgcat tgatgggaag g 



<210> 


500 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44017721 
<400> 500 

ttggtaggga cggaactcgg ggcgctggcg gtggcccgag tggagatagg a 
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<210> 501 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41626024 
<400> 501 

gctggtttgc tcccaggagg ccaagcagtc agcctactgc ccctacagtc a 51 

<210> 502 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43057018 
<400> 502 

aagcatccga acaatcctca tctttggaag atgccaggag caattcggaa t 51 

<210> 503 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42837709 
<400> 503 

ccgcaccaac gccgacatca tcgaggccct gaggaagaag ggcttcaagg g 51 

<210> 504 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43327954 
<400> 504 

tccacgaccg ggtagagaac tacaaaccgc ggcagcgcaa gctccgcaac c 

<210> 505 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 



<400> 505 

tcgttggaga tgacaagttc cggagtgagc tcggctgtct ggatgggaag g 

<210> 506 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 



<400> 506 

agctggagca acagcaggaa cagcatcagg agcagcagca ggagcaggtg c 



<210> 507 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg43957743 



<400> 507 

gtttggcata cctggatatt ttaattcagt ggagataaaa gacagcccac t 

<210> 508 
<211> 51 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957743 
<400> 508 

tattttaatc cagtggagat aaaagccagc ccactaggaa gtatatcaat a 51 

<210> 509 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43248101 
<400> 509 

aagtgaattc tatcttgcaa tgaacgagga aggaaaactc tatgcaaaga a 51 

<210> 510 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43969014 
<400> 510 

gatgagctct ccaaccacgt attttatgcg tttttgatcc agacccagat g 51 

<210> 511 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43286488 



<400> 511 

caccagcaag atgcccacga tcagccgaac ctgcccaagg cctgcttctt 

<210> 512 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 512 

ttttccccag gggtcacaga ctgatgaccc acagaggtca gggtcttctg 

<210> 513 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44004239 
<400> 513 

ggggtcacag actgataacc cacaggggtc agggtcttct gtccagtggt 

<210> 514 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 514 

ctgatgaccc acagaagtca tggtcgttgc cccagtgatc tcagtcttct 

<210> 515 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 515 

atatgtgtca tactgggagg tgttgtatgt gaggatgtac acccctgtgt 



<210> 


516 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg40915005 
<400> 516 

aaggagcctc tctccttcca tgtcatctgg atcgcatcct tttacaacca 



<210> 


517 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40915005 
<400> 517 

attccagcac catcgttttc ctgtgcccct ggtccagggg aaacttcagc 



<210> 


518 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mis c_f eature 

<222> (0) . . . (0) 

<223> Accession number cg36834323 

<400> 518 
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gtgctccctg atcctcgtga agcatgtggt agctcaagtt atgtggcatc t 



<210> 519 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36834323 
<400> 519 

aatgctgcga aagatatgaa tggaacgtct ttgcatggaa aagcaataaa a 



<210> 520 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg36834323 



<400> 520 

aagtctgaga tctgcaagag gaagccgtgg aggaacaaga gggtggcttc c 

<210> 521 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019290 



<400> 521 

gcggataagt agaggacctt catgtggtat ttgctggtga agttggttcg g 

<210> 522 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg42336656 
<400> 522 

cttagacata caatatactt accttggagg tcacgtatgt ttgtccgcac a 

<210> 523 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42730678 
<400> 523 

ggagcgagcg tggatccagt tcgcgtcggg gttgtttggg tcaagttgct g 

<210> 524 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42714160 
<400> 524 

gccctgtgcc tgacggagag gcagagcaag atatggttcc agaaccgacg c 

<210> 525 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42359655 
<400> 525 

ctgggcacca tataggatag cccacgccgt catcaaagcc catgccagag t 
<210> 526 



148 



<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43925670 



<400> 526 

gtggagggtg caggtgaagt agcatgcact tccttcttcc tctttcttga 

<210> 527 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43090990 



<400> 527 

tgctccatca aaaatgaagc aaggctgcca tgtttaccga caccgggaaa 



<210> 528 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43969763 

<400> 528 

caaaagcaag aaagttcttt gagaatttgc cagatggcac ttggaactta 



<210> 529 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
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<222> (0) ... (0) 

<223> Accession number cg43932396 



<400> 529 

agtccaccgc cgcctcaggc cgtgctgctg gccgagtagg agaactgggg g 51 

<210> 530 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43917871 
<400> 530 

ggcactgaag aaatccctga catcacattg gcgctgctga cgggcgtact g 51 

<210> 531 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43917871 
<400> 531 

gggctgacaa ggtgctgatt ttcacggtgg acaaagcgtt cccatcgctt t 51 

<210> 532 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) ... (0) 

<223> Accession number cg43917871 
<400> 532 

ttcaatgttg tatttgtcaa tatagccata taaatcttct gtccccagaa c 51 

<210> 533 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 



<400> 


533 


tgtaaaatcg 


<210> 


534 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43322545 

<400> 534 

tcggctaggc agcctccatc ctcacccccc ttatcacatc cgcgtggcat g 



<210> 


535 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 535 

ttcctcctct attcccggct cgggggccag ccagtgtacc tgcccactca g 



<210> 


536 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958558 



151 



<400> 536 

tccgggataa gctccaggtg ctccatggta ggcgcctgga ggtgcctgtc c 



<210> 537 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966144 
<400> 537 

aagcttgtca tgcctcacag cagtgagcac aagactgccc agcccaatgg a 

<210> 538 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966144 
<400> 538 

acttacacct gtgtggtaga gcacactggg gctcctgagc ccatccttcg g 

<210> 539 

<211> 51 

<212> DNA 

<2 13 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 539 

ggcctggtgg gcttcctcgt gggcatcgtc ctcatcatca tgggcacata t 

<210> 540 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 540 

ctgagcccag agcgttgtct cctgcgcatg agcaccacag tcaggccttg a 



<210> 541 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 541 

agcccggccg ggccccacgg ttcgcgcagg agagaacgtg accttgtcct g 



<210> 


542 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42481172 



<400> 542 

ccggctgtgc tcaggggtgt ggggtgcgga tacagaggag cggctggtgg a 



<210> 


543 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000465 



<400> 543 

gaagatgccc tcctcagaca tgagttgaaa ggttatcaga aatgggtccg c 
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<210> 


544 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000465 



<400> 544 
agatgccctc 

<210> 545 
<211> 51 
<212> DNA 
<213> Homo 



ctcagacatg 



sapiens 



agtggcaagg 



ttatcagaaa 



tgggtccgcc 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43249083 



<400> 


545 


gcctcgggct 


<210> 


546 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44928796 
<400> 546 

agcgggacgg tccggagcaa gcccacaggc agaggaggcg acagagggaa 



<210> 547 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43323772 
<400> 547 

gtgccgggag tgagcgatga gctggtttct gttcctggcc cacagagtcg 

<210> 548 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42732993 
<400> 548 

ggctataatc acaatgggga atggtttgaa gcccaaacca aaaatggcca 

<210> 549 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42904626 
<400> 549 

atataaactt gtggtagttg gagcttgtgg cgtaggcaag agtgccttga 

<210> 550 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42904626 
<400> 550 

tggatattct cgacacagca ggtcacgagg agtacagtgc aatgagggac 

<210> 551 
<211> 51 
<212> DNA 
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<213> 



Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42691989 



<400> 551 

ctgttcagga tctcctcatt ctgactgttc tcctgatgtc caaattggtt g 



<210> 


552 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 



<400> 552 

aggtcctcgc ggagctgggt ccggggcccg ggagggtagg tcagcgcaga c 



<210> 


553 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947363 



<400> 553 

ctggcgcact actcggacct gctcctcctg gcgggcctgg ggctgattga g 



<210> 


554 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928335 
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<400> 554 

gcacaaggaa cggaattgct gtctggtttc tgctttaaca gcatttgatg c 



51 



<210> 555 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996195 
<400> 555 

cttcggggaa agttggggat ttcactgtag tcaaagatct gggcctgagt t 51 

<210> 556 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44022214 
<400> 556 

aggtcctcct cgaattggga tggccgaggt gcatcatcat catcccagag g 51 

<210> 557 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s ap i ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43958858 
<400> 557 

ctcagaccat gtccttcgga tgcacggtta cagagcacct ggggagcagg a 51 

<210> 558 
<211> 51 
<212> DNA 

<213 > Homo sapiens 
<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 558 

cgctttgaga cgcagctggg caccctggcg cagttcccca acacactcct g 51 

<210> 559 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 559 

gggggacgag gccatggagc gcttcggcga ggatgagggc ttcattaaag a 51 

<210> 560 

<211> 51 

<212> DNA 

<2 13 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 560 

cattaaagaa gaggagaagc ccctggcccg caacgagttc cagcgccagg t 51 

<210> 561 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43154190 
<400> 561 

tggaggggat gctcattttg atgaacatga aaggtggacc aacaatttca g 51 
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<210> 562 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43154190 
<400> 562 

gatgaaaggt ggaccaacaa tttcacagag tacaacttac atcgtgttgc g 

<210> 563 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 563 

attctacgat tccggtttgc tccagtgtaa actagcgctc ctttccgtaa c 

<210> 564 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43325541 
<400> 564 

cgctgccttc tcccgaaagg tctgctcctt cacgcgttcg gcttcccgca g 

<210> 565 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43064068 
<400> 565 

gtgaaggcat ttgtggtcct ggccttgcag ttcctgtccc atgacccaga 

<210> 566 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 566 

gactgtcaca gggaaaattc aacgaaccaa gcttcgagac aaggagtgga 

<210> 567 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36988276 
<400> 567 

gcaagaagtt gattatatga ctcaggctag gggtcagaga tcctctctgg 

<210> 568 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg36988276 
<400> 568 

aaggccaaca acctgctcta catcacccct gaggccttcc agaaccttcc 

<210> 569 
<211> 51 
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<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg32296848 



<400> 


569 


gaatgtcttg 


<210> 


570 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2524739 
<400> 570 

tctctctgga gaagatccaa cccatgacac aaaacggtca gcacccaacc 



<210> 


571 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2320320 
<400> 571 

agtgtctgga tgatctttgt ggtcattgca tccgttttca caaatgggct 

<210> 572 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43264978 



<400> 572 

catcttctcc atcaacctct tcagcggcat tttcttcctc acgtgcatga g 

<210> 573 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003708 



<400> 573 

tcttttgtgg acatctgctt ctcctccacc accgtcccca agatgctggc c 



<210> 574 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 



<400> 574 

ggccctgaga gcaacaccac gggcaccaca gccttctcca tgcccagctg g 

<210> 575 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336100 



<400> 575 

tggaagcgtg catccagtga gaccattgag gcttgagtct tttagtgcct g 

<210> 576 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<2 21> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43335562 
<400> 576 

gaggcgcggg gagccaggcc tgggccccgg gtccccaaga cccttgtgct c 

<210> 577 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43140548 
<400> 577 

actcgcacgt ggatcctgag gctgtgagag gtaaggaagg ctttgccaca g 

<210> 578 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43011561 
<400> 578 

cattgacagc gaggcctcct cagccttctt catggcgaag aagaagacgc c 

<210> 579 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43998970 
<400> 579 
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tgacagagct gtaccgtgac attttgcagc accttcggga tgaatcaggc a 



<210> 


580 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 



<400> 


580 


cactactatg 


<210> 


581 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 581 

tcggcagctg tcagtgctgg aggtgggcgc ctacaagcgc tggcaggacg t 



<210> 


582 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 




<221> 


alleli 


<222> 


(26) . 


<223> 


singl< 


<221> 


misc 


<222> 


(0) . . 


<223> 


Acces 


<400> 


582 


ggtgtgcgtg < 


<210> 


583 


<211> 


51 


<212> 


DNA 


<213> 


Homo : 



(0) 



. . (0) 



<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 583 

tccgctgttc ggcaccctgc accccagctt ctacggaagc agccgggagg c 51 

<210> 584 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 584 

caaggacgag ggcgatttct actacatggg ggggttcttc ggggggtcgg t 51 

<210> 585 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 585 

gttcttcggg gggtcggtgc aagagatgca gcggctcacc agggcctgcc a 51 

<210> 586 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42742340 
<400> 586 

cacatcgtgg tggagctgac ccaggatgac gctttgggct ccaggtggcg g 51 
<210> 587 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41653463 



<400> 


587 


gtctgaaaga 


<210> 


588 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 



<400> 


588 




caagti 


tcacc 


aacaactgct acaggcacgc gattgtcacc 


<210> 


589 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) 


- - - (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) 


. . (0) 


<223> 


Accession number cg40351913 


<400> 


589 




tcctccggct 


tcgtcgtctt ctcctccctg gggtacatgg 


<210> 


590 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) 


. . . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 
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<222> (0) . . . (0) 

<223> Accession number cg43955093 



<400> 590 

ctgcggtagc tgtcccaggc ctcgggccgc gccgcctcgt ccatgttgag g 



<210> 


591 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43055918 
<400> 591 

gcataggaca tggcgggctt gccccgcgca gagctctggg ggctactgct a 



<210> 


592 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968854 
<400> 592 

caacccctag aagacctggc tggctggaaa gagctcttcc agacaccagt a 



<210> 


593 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43070241 
<400> 593 

ccattgttca agacatccta cgtttggaaa tgcctgcaag caaaattgtc c 

<210> 594 

<211> 51 

<212> DNA 

<213> Homo sapiens 



167 



<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 

<222> (0) . . . (0) 

<223> Accession number cg43262121 



<400> 594 

acaattcaga gagggagact gagcatacac cagcattgat catggtgcca 

<210> 595 

<211> 51 

<212> DNA 

<2 13 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 



<400> 595 

atcaggaaag gtgttggatc actggtgcat catgaccagt gaggaagaag 

<210> 596 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 
<400> 596 

ccccaaacag gaagtccatg ggccctaccc tgacagcagc ttcttaactt 



<210> 597 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 
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<400> 597 

cccaaacagg aagtccatgg gcccatccct gacagcagct tcttaacttc c 



51 



<210> 598 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024279 
<400> 598 

ctggaagaac tttgccatga gaaaggaatt ttggagaagt acggacattc a 51 

<210> 599 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44928804 
<400> 599 

aatgattaac aacaacctga gacacacgga tgaaatgttc tggaaccacg t 51 

<210> 600 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43317253 
<400> 600 

gcccccaggc atggctagct cgtgttccgt gcaggtgaag ctggagctgg g 51 

<210> 601 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg41637661 
<400> 601 

cagctttcca tccattttta tttatagaca tactgctagt ggaaagacct a 



<210> 


602 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 602 

caggtgtcct gcgagccacc cggggctccg ggtggcgggg gtggcggcgg c 



<210> 


603 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43249389 
<400> 603 

agaggagaga gccgccctcg agcggggcaa ggcgattgag aaaaacctca a 



<210> 


604 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919239 
<400> 604 

gccagagttg cagcatcagg gccagcctga gcaggagacc cccagtccca t 
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<210> 


605 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41642952 
<400> 605 

taggaatgac agcagtagca gtaatgggaa ggccaaaaat ccccctggag a 51 



<210> 


606 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43945147 



<400> 


606 




tgttc* 


~tgga 


gcctcaatgg tacagcgtgc tcgagaagga 


<210> 


607 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) 


. . . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) 


. . (0) 


<223> 


Accession number cg43926002 


<400> 


607 




gggcacagaa 


acacagcagc gggagsagca acaccagcac 


<210> 


608 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) 


. . - (0) 



51 



51 



<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) ... (0) 

<223> Accession number cg43972311 
<400> 608 

attgccattg tggtaactct gggtcgcatc atcttcagtg ccccaattgt g 



<210> 


609 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg42556108 
<400> 609 

gtgaagcggt gtatggggac agtgaacctc aaccaggcca ggggctcctt t 



<210> 


610 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg36842490 
<400> 610 

agtgacttca gtaaactctt gggtccactt tctgccaaaa agtaccttga g 



<210> 


611 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942549 
<400> 611 

cggtataacg tcaaaaatcc tgtttttcag ccaaggttca gaaattgcct c 

<210> 612 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42381630 
<400> 612 

aaggcgctat gtacagcctc ctgaagtgat tgggcctatg cggcccgagc a 

<210> 613 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42381630 
<400> 613 

tgaagatggt cctgatgggc aggaggtgga cccgccaaat ccagaggagg t 

<210> 614 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3004395 
<400> 614 

attactgaag ggtggagaac agaagcgtca tgaaaaaata tctgcttcat t 

<210> 615 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960645 
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<400> 615 

cacttcctct ttctctttgg atgcctcacc ctcctgttgg ggggcagatg g 



<210> 616 

<211> 51 

<212> DNA 

<213 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 616 

gaagacaagg tggtacaaag ccctcaatct ctggttgtcc acgagggaga c 

<210> 617 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 617 

tgtaactctc aattgcagtt atgaaatgac taactttcga agcctactat g 

<210> 618 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 618 

gaagtgacta actttcgaag cctacaatgg tacaagcagg aaaagaaagc t 

<210> 619 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 619 

agcatattag ataagaaaga actttccagc atcctgaaca tcacagccac c 



<210> 


620 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg40310734 
<400> 620 

tacagaatat gtcgtcggtg ccccccactt ggagctggac cctgggagcg g 



<210> 


621 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 621 

gtcggcttct tcaagcggaa ccggcacacc cctggaagaa gatgatgaag a 

<210> 622 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 
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<223> Accession number cg43956660 



<400> 


622 


gtccatcact tcacttcagt 


<210> 


623 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43970982 



<400> 623 

ctccagggat agttggacag aaggggagac cctggctacc caggaccagc t 



<210> 


624 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42175288 



<400> 624 

gctatggagg caaaatggga ggaaggaaac gactacagaa atgatcagcg c 



<210> 


625 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42175288 



<400> 625 

cggttactcc agttatggac aaagtctatt cacagtccta tggtggttat g 

<210> 626 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 626 

ggccgagcag ctgcggcgcc agctggaccc cctacgcaca gcgcatggag a 



<210> 


627 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43065549 
<400> 627 

cagacttcca cagagtgctg gatgaacgcg gcctgccttg ccccagggtt a 



<210> 


628 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 628 

tgaccacggg gtgctggatg cctgccttat acatcctgga ccggcggggg a 



<210> 


629 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 
<400> 629 
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gcgccgcgag acaagggcag cggacgcgcc tgcggacttg agggacagtg a 



<210> 


630 


<211> 


50 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43933380 



<400> 


630 


ataagttaca 


<210> 


631 


<211> 


51 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


allel 


<222> 


(26) . 


<223> 


singl 


<221> 


misc 


<222> 


(0) . . 


<223> 


Acces 


<400> 


631 


ctgtggggct < 


<210> 


632 


<211> 


51 


<212> 


DNA 


<213> 


Homo ; 



. (0) 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg44032168 



<400> 


632 


gtcagccgct 


<210> 


633 


<211> 


51 


<212> 


DNA 


<213> 


Homo 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931248 
<400> 633 

ccgggcagag ctgcgtctgc tgagggctca agttaaaagt ggagcagcac 



<210> 634 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931248 
<400> 634 

ccgggcagag ctgcgtctgc tgagggctca agttaaaagt ggagcagcac 



<210> 635 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 



<400> 635 

aatctccgca ctgcaggcca ggggcctggc cagctacaga gagaggtcac 

<210> 636 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43266471 
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<400> 636 

ccaggatcca ttttgaggat tatggtgtgc tgggacacca tcaactcctc 



<210> 


637 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43995237 
<400> 637 

caaatccccc cgtttcttca tcttggacat gctaaaatga aattacgcag 



<210> 


638 


<211> 


51 


<212> 


DNA 


<213> 


Homo 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995237 
<400> 638 

ttcttcatct tgacatgcta aaatggaaat tacgcagttt ctctctatca 



<210> 


639 




<211> 


51 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 


<222> 


(26) . 


. . (0) 


<223> 


single nucleotide polymorphism 


<221> 


misc 


feature 


<222> 


(0) . . 


"■ (0) 


<223> 


Accession number cg43254094 


<400> 


639 




ccgcctctgc 


tgctgctgct gctgcggcgt cccgcccagc 


<210> 


640 




<211> 


50 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034555 
<400> 640 

atccaggctg agctggatca tctgaggcct ccagccaccc gttttccctt 



<210> 


641 


<211> 


50 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034555 
<400> 641 

ccaggctgag ctggatcatc tgaggcctcc agccacccgt tttcccttga 



<210> 


642 


<211> 


51 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


allele 


<222> 


(26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39711096 
<400> 642 

agcgagtcct ccgggaggcc cacaggttac tgcctccagc tgcagcagtg 

<210> 643 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44128902 
<400> 643 

cgttccagag gagcatatct gctgactgat gacctgcaag agtcatccag 

<210> 644 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946951 
<400> 644 

ggaactcgag cacgtcgtcg ggggacccaa gatcaccggc gccctctggt 

<210> 645 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43948890 
<400> 645 

attcccgggg gagggggccc tgtaaggaaa ccagacaatc ccatgagact 

<210> 646 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948890 
<400> 646 

tcccggggga gggggccctg taaggaaacc agacaatccc atgagactcc 



<210> 


647 


<211> 


50 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43917524 
<400> 647 

gggcctgtct gcccagtgga ggaggttccg ctggtgttct agggggcatc 



<210> 648 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942004 



<400> 648 

ctctcggcac tggtgactgg cgagagcctg gagcggcttc ggagagggct 



<210> 


649 


<211> 


50 


<212> 


DNA 


<213> 


Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43932428 



<400> 649 

tcgtggccag gtccttctgc gtaagccctt gctctgccga ccttgctgga 50 

<210> 650 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010855 
<400> 650 

ggtccaaatg caagtgctcc cggaaggacc caagatccgc tacagcgacg 5 0 

<210> 651 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010855 
<400> 651 

tccaaatgca agtgctcccg gaaggaccca agatccgcta cagcgacgtg 50 

<210> 652 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 652 
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Pro Ala Glu Lys Asp Ala Val Pro Gin Thr Phe Ser Val Leu 
15 10 



<210> 653 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 653 

Arg Leu His Arg Leu Arg Gly Glu Gin Met Ala Ser Tyr Phe 
15 10 



<210> 654 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 654 

Gly Ala Pro Leu Tyr Met Asp Ser Arg Ala Asp Arg Lys Leu 
15 10 



<210> 655 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 655 

Gin Ala Gly Thr Thr Leu Asp Leu Asp Leu Gly Gly Lys His 
15 10 



<210> 656 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 656 

Lys Cys Glu Cys Ser Arg Ala Tyr Gin Met Asp Leu Ala Thr 
15 10 



<210> 657 
<211> 14 
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<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 657 

Asp Val Arg Gly Asn Leu Lys Gly Asn Thr Glu Gly Leu Gin 
15 10 

<210> 658 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 658 

Val Pro Leu Glu Thr Pro Arg Val His Ser Arg Ala Pro Ser 
15 10 

<210> 659 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 659 

Pro Phe Gly Val lie Val Arg Arg Gin Leu Asp Gly Arg Val 
15 10 

<210> 660 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 660 

Trp Gly Lys Glu Pro Lys Leu Glu Ser Ala Trp Met Asn Gly 
1 5 10 

<210> 661 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 



186 



<222> (7) ... (0) 

<223> cSNP translation 



<400> 661 

Ser Arg Gly Tyr Arg Asn Arg Arg Ser Ser Arg Glu Thr Arg 
15 10 



<210> 662 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 662 

Gly Ala Met Leu Leu Asn lie Ser Gly His Val Lys Glu Ser 
15 10 



<210> 663 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 663 

Gin Gly Gly Lys Leu Ser Val Val Leu Arg Ala Glu Asp lie 
15 10 



<210> 664 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 664 

Pro Gly Asp lie Ser Arg Leu Leu Glu Phe Thr Lys Ala His 
15 10 



<210> 665 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 665 

Val Val lie Pro Ser Asp Phe Phe Gin lie Val Gly Gly Ser 
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10 



<210> 666 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 666 

Lys Arg Lys Leu Phe lie Arg Ser Met Gly Glu Gly Thr lie 
15 10 



<210> 667 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 667 

Glu Gin Ala Arg Gin Gly Leu Lys Gly Leu Glu Glu Thr Val 
15 10 



<210> 668 
<211> 1 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 668 
Cys 
1 



<210> 669 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 669 

Ser Phe Leu lie Ser Pro Leu Thr Pro Ala His Ala Gly Thr 
15 10 



<210> 670 
<211> 14 
<212> PRT 
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<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 670 

Trp Cys Ser Lys Lys Lys Asp Ala Ala Val Met Asn Gin Glu 
15 10 



<210> 671 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 671 

Val Ala Leu Pro Gin Pro Leu Gly Val Pro Asn Glu Ser Gin 
15 10 



<210> 672 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 672 

Gly lie Gin Asn Lys Glu Val Glu Val Arg lie Phe His Cys 
15 10 



<210> 673 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 673 

Val Asp Asn lie Arg Ser Val Phe Gly Asn Ala Val Ser Arg 
1 5 10 



<210> 674 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
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<222> (7) ... (0) 

<223> cSNP translation 



<400> 674 

Leu Thr lie Gin Leu lie Glu Asn His Phe Val Asp Glu Tyr 
15 10 



<210> 675 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 675 

Tyr Gly lie Pro Phe lie Gin 
1 5 



Thr Ser Ala Lys Thr Arg Gin 
10 



<210> 676 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 676 

Ser Ala Ser Lys Gin Ala Val Arg Pro Val Leu Ala Thr Thr 
15 10 



<210> 677 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 677 

Tyr Cys Met Val Phe Leu Ala Leu Tyr Val Gin Ala Arg Leu 
15 10 

<210> 678 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 678 

Val Gly Thr Tyr Arg Cys Val Pro Gly Lys Lys Gly Gly Tyr 
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<210> 679 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 679 

Gly Arg Ala Thr Ser Gly Ser Glu His Gin Phe Cys Gly Gly 
15 10 

<210> 680 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 680 

Gly Glu Trp lie Thr Val Asp Gin Thr Thr Thr Ala Asn Arg 
15 10 



<210> 681 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 681 

Pro Glu Leu Val Leu Glu Leu Pro lie Arg His Pro Lys Phe 
15 10 



<210> 682 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 682 

Glu Trp Phe Lys Asp Leu Ala Leu Lys Trp Tyr Gly Leu Pro 
15 10 



<210> 683 
<211> 14 
<212> PRT 
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<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 683 

Tyr lie Thr Gly Asp Arg Gly Tyr Met Asp Lys Asp Gly Tyr 
15 10 



<210> 684 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 684 

Ser Gly Tyr Pro Lys Met Ser Ala His Thr His Ser Ser Phe 
15 10 



<210> 685 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 685 

Val Val Lys Ala Phe Val lie Leu Ala Ser Gin Phe Leu Ser 
15 10 



<210> 686 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 686 

Asp Pro Leu lie Tyr Ala Phe Arg Ser Gin Glu Met Arg Lys 
15 10 



<210> 687 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 
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<223> cSNP translation 



<400> 687 

Leu Ala Thr Leu Pro Glu Tyr Val Val Tyr Lys Pro Gin Met 
15 10 



<210> 688 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 688 

Leu Ala Pro Gin Gin Arg Val Ala Pro Gin Gin Lys Arg Ser 
15 10 



<210> 689 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 689 

Leu Tyr Arg Asp lie Phe Glu His Leu Arg Asp Glu Ser Gly 
1 5 10 



<210> 690 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 690 

Asp Phe Tyr Tyr Leu Gly Ala Phe Phe Gly Gly Ser Val Gin 
15 10 



<210> 691 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 691 

Leu Thr Met Val Thr Leu Val Thr Leu Pro Leu Leu Phe Leu 
15 10 



193 



<210> 692 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 692 

Arg Ala Leu Tyr Leu Leu lie Arg Arg Val Leu His Leu Gly 
15 10 



<210> 693 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 693 

Glu Glu Ala Met Asn Ala Val Tyr Ser Gly Tyr Val Tyr Thr 
15 10 



<210> 694 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 694 

Ser Ala Ala Ser Tyr Asn Val Lys Thr Ala Tyr Arg Lys Tyr 
15 10 



<210> 695 

<211> 8 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 695 

Glu Ser Thr Thr Val Gly Ser Ser 
1 5 



<210> 696 

<211> 14 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation m 

<400> 696 

Gin Gin Trp Ser Glu His His Ala Phe Leu Ser Gin Gly Ser 
15 10 

<210> 697 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 697 

Asp Asn Phe Ser Val Thr Glu Val Pro Phe Thr Glu Ser Ala 
15 10 

<210> 698 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 698 

Pro Gly Arg Arg Gin Arg Leu Thr Met Ala lie Arg Thr Val 
15 10 

<210> 699 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 699 

Leu Ala Gly Lys Val Ala Gin Val Lys Lys Asn Gly Arg lie 
15 10 

<210> 700 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 
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<400> 700 

Leu Glu Asn Gin Lys Lys Val Arg Lys Lys Lys Val Leu lie 
15 10 



<210> 701 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 701 

Val Ser Asp Glu Glu Leu Asp Gin Met Leu Asp Ser Gly Gin 
15 10 



<210> 702 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 702 

Trp Leu Gly Phe Asn Lys Gin Arg Gly His Leu Gin lie Ala 
15 10 



<210> 703 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 703 

Glu Pro Glu Cys Arg Glu Val Phe His Arg Arg Ala Arg Ala 
15 10 



<210> 704 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 704 

Leu Pro Cys Gly Pro Gly Val Lys Gly Arg Cys Phe Gly Pro 
15 10 
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<211> 
<212> 
<213> 



14 
PRT 

Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 705 

Ser Ala Met Asp Thr Arg Leu Leu Cys Cys Ala Val lie Cys 
15 10 



<210> 706 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 706 

Asn Thr Arg Leu Leu Cys His Val Met Leu Cys Leu Leu Gly 
15 10 



<210> 707 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 707 

Gin Thr Gly Asp Ser Ala lie Tyr Leu Cys Ala Val Glu Ala 
15 10 



<210> 708 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 708 

Val Tyr Leu Cys Ala Val Asp Ala Tyr Ser Asn Asp Tyr Lys 
15 10 



<210> 709 
<211> 14 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 709 

Gin Lys Gin Met Glu Leu Asp Ser lie Leu Val Ala Leu Leu 
15 10 



<210> 710 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 710 

Gly Ser Thr Val lie Ala Gly Ser lie Asn Ala His Gly Ser 
1 5 10 



<210> 711 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 711 

Pro Val Met Gly Leu Met lie Tyr Met Met Val Met Asp His 
15 10 



<210> 712 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 712 

Ser Ser Gin Asp Pro Ala Ser Val Arg Glu Cys His Asp Pro 
1 5 10 



<210> 713 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



198 



<400> 713 

Val Leu Leu Leu Leu Gly Ala Cys Ala Ala Pro Pro Ala Trp 
15 10 



<210> 714 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 714 

Ser Leu Pro Tyr Ala Val Ala Pro Leu Ser Leu Pro Arg Gly 
15 10 



<210> 715 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 715 

Tyr Gly Pro Gin Cys Gin Leu Val lie Gin Cys Glu Pro Leu 
15 10 



<210> 716 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 716 

Thr Met Asp Cys Thr His Ser Leu Gly Asn Phe Ser Phe Ser 
15 10 



<210> 717 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 717 

Gly Thr Thr Glu Thr Gly Gly Gin Gly Lys Gly Thr Ser Lys 
15 10 



<210> 718 



199 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 718 

Cys Asn Gly Val Ala Val Cys Ser Asn Gin Asp Leu lie Thr 
15 10 

<210> 719 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 719 

Leu Val Ser Tyr Cys Pro Arg Arg Leu Gin Gin Leu Leu Pro 
15 10 

<210> 720 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 720 

Arg Pro Gly Ser Pro Glu Gly Pro Leu Gly Pro Gly Gly Pro 
15 10 

<210> 721 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 721 

Tyr Ala Glu Arg Tyr Gin Met Pro Thr Gly lie Lys Gly Pro 
15 10 

<210> 722 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 



200 



<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 722 

Asn Pro Leu Val Pro Gly Thr Pro Gly Arg Pro Gly lie Pro 
15 10 

<210> 723 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 723 

Val Thr Asn Arg Pro Cys Gly Ser Gin Val Arg Cys Glu Gly 
15 10 



<210> 724 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 724 

Ser Thr Thr Cys Val Arg Gin Ala Gin Cys Gly Gin Asp Phe 
15 10 



<210> 725 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 725 

Gly Gly Gin Pro Cys Thr Ala Pro Leu Val Ala Phe Gin Pro 
15 10 



<210> 726 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 726 



201 



Ser Pro Arg lie Ser Ser Pro Arg Pro Gin Gly Leu Ser Asn 
15 10 



<210> 727 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 727 

Pro Met Thr Gin Thr Thr Ser Leu Lys Thr Ser Trp Val Asn 
15 10 



<210> 728 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 728 

lie Asn Ala Tyr lie Ser His Leu Gly Phe Arg Phe 
15 10 



<210> 729 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 729 

Leu His Ser Gly His Arg Gin Arg Pro Glu Phe Arg Pro Tyr 
15 10 



<210> 730 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 730 

Cys Ser Gin Glu Ala Lys Gin Ser Ala Tyr Cys Pro Tyr Ser 
15 10 



<210> 731 
<211> 14 



202 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 731 

Arg Thr lie Leu lie Phe Gly Arg Cys Gin Glu Gin Phe Gly 
15 10 



<210> 732 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 732 

Asn Ala Asp lie lie Glu Ala Leu Arg Lys Lys Gly Phe Lys 
15 10 



<210> 733 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 733 

Asp Arg Val Glu Asn Tyr Lys Pro Arg 
1 5 



<210> 734 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT ' 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 734 

lie Gin Thr Ala Glu Leu Thr Pro Glu Leu Val lie Ser Asn 
15 10 



<210> 735 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



203 



<222> (7) . . . (0) 

<223> cSNP translation 

<400> 735 

Glu Gin Gin Gin Glu Gin His Gin Glu Gin Gin Gin Glu Gin 
15 10 



<210> 736 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 736 

Leu Ser Phe lie Ser Thr Glu Leu Lys Tyr Pro Gly Met Pro 
15 10 



<210> 737 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 737 

lie Leu Pro Ser Gly Leu Ala Phe lie Ser Thr Gly Leu Lys 
15 10 



<210> 738 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 738 

Phe Tyr Leu Ala Met Asn Glu Glu Gly Lys Leu Tyr Ala Lys 
15 10 



<210> 739 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . ? . (0) 

<223> cSNP translation 



<400> 739 

Gly Leu Asp Gin Lys Arg lie Lys Tyr Val Val Gly Glu Leu 



204 



<210> 740 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 740 

Ala Gly Leu Gly Gin Val Arg Leu lie Val Gly lie Leu Leu 
15 10 



<210> 741 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 741 

Thr Leu Thr Ser Val Gly His Gin Ser Val Thr Pro Gly Glu 
15 10 



<210> 742 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 742 

Gly Gin Lys Thr Leu Thr Pro Val Gly Tyr Gin Ser Val Thr 
15 10 

<210> 743 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 743 

Thr Glu lie Thr Gly Ala Thr Thr Met Thr Ser Val Gly His 
15 10 



<210> 744 
<211> 14 



205 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 744 

Gly Val Tyr lie Leu Thr Tyr Asn Thr Ser Gin Tyr Asp Thr 
15 10 



<210> 745 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 745 

Pro Leu Ser Phe His Val lie Trp lie Ala Ser Phe Tyr Asn 
15 10 



<210> 746 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 746 

Ser Thr lie Val Phe Leu Cys Pro Trp Ser Arg Gly Asn Phe 
15 10 



<210> 747 

<211> 13 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 747 

Pro Asp Pro Arg Glu Ala Cys Gly Ser Ser Ser Tyr Val 
15 10 



<210> 748 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

206 



<222> (7) ... (0) 

<223> cSNP translation 

<400> 748 

Ala Lys Asp Met Asn Gly Thr Ser Leu His Gly Lys Ala lie 
15 10 



<210> 749 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 749 

Arg Ser Ala Arg Gly Ser Arg Gly Gly Thr Arg Gly Trp Leu 
15 10 



<210> 750 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 750 

Asn Phe Thr Ser Lys Tyr His Met Lys Val Leu Tyr Leu Ser 
15 10 



<210> 751 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 751 

lie Gin Tyr Thr Tyr Leu Gly Gly His Val Cys Leu Ser Ala 
15 10 



<210> 752 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 752 

Leu Asp Pro Asn Asn Pro Asp Ala Asn Trp lie His Ala Arg 



207 



<210> 753 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 753 

Cys Leu Thr Glu Arg Gin Ser Lys lie Trp Phe Gin Asn Arg 
15 10 

<210> 754 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 754 

Pro Tyr Arg lie Ala His Ala Val lie Lys Ala His Ala Arg 
15 10 

<210> 755 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 755 

Lys Arg Lys Lys Glu Val His Ala Thr Ser Pro Ala Pro Ser 
15 10 

<210> 756 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 756 

lie Lys Asn Glu Ala Arg Leu Pro Cys Leu Pro Thr Pro Gly 
15 10 

<210> 757 
<211> 14 
<212> PRT 



208 



<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 757 

Ala Arg Lys Phe Phe Glu Asn Leu Pro Asp Gly Thr Trp Asn 
15 10 



<210> 758 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 758 

Phe Ser Tyr Ser Ala Ser Ser Thr 
1 5 



<210> 759 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 759 

Pro Val Ser Ser Ala Asn Val Met Ser Gly lie Ser Ser Val 
15 10 



<210> 760 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 760 

Trp Glu Arg Phe Val His Arg Glu Asn Gin His Leu Val Ser 
15 10 



<210> 761 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 
<222> (7) . . . (0) 



209 



<223> cSNP translation 



<400> 761 

Gly Thr Glu Asp Leu Tyr Gly Tyr lie Asp Lys Tyr Asn lie 
15 10 



<210> 762 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 762 

Lys Gin Leu Tyr Gin Thr Phe Thr Asp Tyr Asp lie Arg Phe 
15 10 



<210> 763 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 763 

Gly Ser Leu His Pro His Pro Pro Tyr His lie Arg Val Ala 
15 10 



<210> 764 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 764 

Leu Tyr Ser Arg Leu Gly Gly Gin Pro Val Tyr Leu Pro Thr 
15 10 



<210> 765 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 765 

Ala Pro Pro Gly Ala Tyr His Gly Ala Pro Gly Ala Tyr Pro 
15 10 



210 



<210> 766 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 766 

Val Met Pro His Ser Ser Glu His Lys Thr Ala Gin Pro Asn 
15 10 



<210> 767 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 767 

Thr Cys Val Val Glu His Thr Gly Ala Pro Glu Pro lie Leu 
15 10 



<210> 768 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 768 

Val Gly Phe Leu Val Gly lie Val Leu lie lie Met Gly Thr 
15 10 



<210> 769 

<211> 7 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 769 

Gin Ser Val Val Ser Cys Ala 
1 5 



<210> 770 
<211> 14 
<212> PRT 

<213> Homo sapiens 



211 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 770 

Pro Gly Pro Thr Val Arg Ala Gly Glu Asn Val Thr Leu Ser 
15 10 

<210> 771 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 771 

Cys Ser Gly Val Trp Gly Ala Asp Thr Glu Glu Arg Leu Val 
15 10 



<210> 772 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 772 

Ala Leu Leu Arg His Glu Leu 
1 5 



Lys Gly Tyr Gin Lys Trp Val 
10 



<210> 773 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 773 

Leu Leu Arg His Glu Trp Gin Gly Tyr Gin Lys Trp Val Arg 
15 10 



<210> 774 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



212 



<400> 774 

Gly Phe His Tyr Gly Val Leu Ala Cys Glu Gly Cys Lys Gly 
15 10 



<210> 775 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 775 

Asp Gly Pro Glu Gin Ala His Arg Gin Arg Arg Arg Gin Arg 
15 10 



<210> 776 
<211> 1 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 776 
Glu 
1 



<210> 777 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 777 

Asn His Asn Gly Glu Trp Phe Glu Ala Gin Thr Lys Asn Gly 
15 10 



<210> 778 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 778 

Leu Val Val Val Gly Ala Cys Gly Val Gly Lys Ser Ala Leu 
15 10 



213 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 779 

lie Leu Asp Thr Ala Gly His Glu Glu Tyr Ser Ala Met Arg 
15 10 



<210> 780 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 780 

Phe Gly His Gin Glu Asn Ser Gin Asn Glu Glu lie Leu Asn 
15 10 



<210> 781 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 781 

Leu Thr Tyr Pro Pro Gly Pro Arg Thr Gin Leu Arg Glu Asp 
15 10 



<210> 782 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 782 

Gin Pro Gin Ala Arg Gin Glu Glu Gin Val Arg Val Val Arg 
15 10 



<210> 783 
<211> 14 
<212> PRT 

<213> Homo sapiens 



214 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 783 

Asn Ala Val Lys Ala Glu Thr Arg Gin Gin Phe Arg Ser Leu 
15 10 



<210> 784 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 784 

Ala Gin lie Phe Asp Tyr Ser Glu lie Pro Asn Phe Pro Arg 
15 10 



<210> 785 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 785 

Asp Asp Asp Asp Ala Pro Arg Pro Ser Gin Phe Glu Glu Asp 
15 10 

<210> 786 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 786 

His Val Leu Arg Met His Gly Tyr Arg Ala Pro Gly Glu Gin 
15 10 



<210> 787 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



215 



<400> 787 

Glu Thr Gin Leu Gly Thr Leu Ala Gin Phe Pro Asn Thr Leu 
15 10 



<210> 788 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 788 

Glu Ala Met Glu Arg Phe Gly Glu Asp Glu Gly Phe lie Lys 
15 10 



<210> 789 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 789 

Glu Glu Glu Lys Pro Leu Ala Arg Asn Glu Phe Gin Arg Gin 
15 10 



<210> 790 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 790 

Asp Ala His Phe Asp Glu His Glu Arg Trp Thr Asn Asn Phe 
15 10 



<210> 791 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 791 

Arg Trp Thr Asn Asn Phe Thr Glu Tyr Asn Leu His Arg Val 
15 10 



<210> 792 



216 



<211> 
<212> 
<213> 



14 
PRT 

Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 792 

Asp Ser Gly Leu Leu Gin Cys Lys Leu Ala Leu Leu Ser Val 
15 10 



<210> 793 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 793 

Glu Ala Glu Arg Val Lys Glu Gin Thr Phe Arg Glu Lys Ala 
15 10 



<210> 794 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 794 

Ala Phe Val Val Leu Ala Leu Gin Phe Leu Ser His Asp Pro 
15 10 



<210> 795 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 795 

Thr Gly Lys lie Gin Arg Thr Lys Leu Arg Asp Lys Glu Trp 
15 10 



<210> 796 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



217 



<221> 
<222> 
<223> 



VARIANT 
(7) . . . (0) 
cSNP translation 



<400> 796 

Val Asp Tyr Met Thr Gin Ala Arg Gly Gin Arg Ser Ser Leu 
15 10 



<210> 797 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 797 

Asn Asn Leu Leu Tyr lie Thr 
1 5 



Pro Glu Ala Phe Gin Asn Leu 
10 



<210> 798 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 798 

Leu Arg lie Gin Cys Leu Cys Arg Lys Gin Ser Ser Lys His 
15 10 



<210> 799 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 799 

Leu Glu Lys lie Gin Pro Met Thr Gin Asn Gly Gin His Pro 
15 10 



<210> 800 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 800 



218 



Trp Met lie Phe Val Val lie Ala Ser Val Phe Thr Asn Gly 
15 10 



<210> 801 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 801 

Ser lie Asn Leu Phe Ser Gly lie Phe Phe Leu Thr Cys Met 
15 10 



<210> 802 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 802 

Val Asp lie Cys Phe Ser Ser Thr Thr Val Pro Lys Met Leu 
15 10 



<210> 803 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 803 

Glu Ser Asn Thr Thr Gly Thr Thr Ala Phe Ser Met Pro Ser 
15 10 

<210> 804 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 804 

Val His Pro Val Arg Pro Leu Arg Leu Glu Ser Phe Ser Ala 
15 10 



<210> 805 
<211> 14 



219 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 805 

Arg Gly Ala Arg Pro Gly Pro Arg Val Pro Lys Thr Leu Val 
15 10 



<210> 806 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 806 

Lys Ala Phe Leu Thr Ser His Ser Leu Arg lie His Val Arg 
15 10 



<210> 807 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 807 

Ser Glu Ala Ser Ser Ala Phe Phe Met Ala Lys Lys Lys Thr 
15 10 



<210> 808 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 808 

Glu Leu Tyr Arg Asp lie Leu Gin His Leu Arg Asp Glu Ser 
15 10 



<210> 809 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



220 



<222> (7) . . . (0) 

<223> cSNP translation 



<400> 809 

Tyr Val Phe Thr Asp Gin Leu Ala Ala Val Pro Arg Val Thr 
15 10 



<210> 810 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 810 

Leu Ser Val Leu Glu Val Gly Ala Tyr Lys Arg Trp Gin Asp 
15 10 



<210> 811 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 811 

Val Asp Val Asp Met Glu lie Arg Asp His Val Gly Val Glu 
15 10 



<210> 812 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 812 

Phe Gly Thr Leu His Pro Ser Phe Tyr Gly Ser Ser Arg Glu 
15 10 



<210> 813 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 813 

Glu Gly Asp Phe Tyr Tyr Met Gly Gly Phe Phe Gly Gly Ser 



221 



15 10 

<210> 814 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 814 

Gly Gly Ser Val Gin Glu Met Gin Arg Leu Thr Arg Ala Cys 
15 10 

<210> 815 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 815 

Val Val Glu Leu Thr Gin Asp Asp Ala Leu Gly Ser Arg Trp 
15 10 

<210> 816 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 816 

Lys Asp Phe His Lys Asp Met Leu Lys Pro Ser Pro Gly Lys 
15 10 

<210> 817 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 817 

Thr Asn Asn Cys Tyr Arg His Ala lie Val Thr Thr Ser lie 
15 10 

<210> 818 
<211> 14 
<212> PRT 



222 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 818 

Gly Phe Val Val Phe Ser Ser Leu Gly Tyr Met Ala Gin Lys 
15 10 



<210> 819 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 819 

Met Asp Glu Ala Ala Arg Pro Glu Ala Trp Asp Ser Tyr Arg 
15 10 

<210> 820 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 820 

Ser Pro Gin Ser Ser Ala Arg Gly Lys Pro Ala Met Ser Tyr 
15 10 



<210> 821 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 821 

Leu Glu Asp Leu Ala Gly Trp Lys Glu Leu Phe Gin Thr Pro 
15 10 



<210> 822 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) ... (0) 



223 



<223> cSNP translation 



<400> 822 

Val Gin Asp lie Leu Arg Leu Glu Met Pro Ala Ser Lys lie 
15 10 



<210> 823 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 823 

Ser Glu Arg Glu Thr Glu His Thr Pro Ala Leu lie Met Val 
1 5 10 



<210> 824 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 824 

Lys Val Leu Asp His Trp Cys lie Met Thr Ser Glu Glu Glu 
15 10 



<210> 825 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 825 

Gin Glu Val His Gly Pro Tyr Pro Asp Ser Ser Phe Leu Thr 
15 10 



<210> 826 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 826 

Gin Glu Val His Gly Pro lie Pro Asp Ser Ser Phe Leu Thr 
15 10 



224 



<210> 827 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 827 

Glu Leu Cys His Glu Lys Gly lie Leu Glu Lys Tyr Gly His 
15 10 



<210> 828 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 828 

Asn Asn Asn Leu Arg His Thr Asp Glu Met Phe Trp Asn His 
15 10 



<210> 829 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 829 

Gly Met Ala Ser Ser Cys Ser Val Gin Val Lys Leu Glu Leu 
15 10 



<210> 830 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 830 

Pro Ser lie Phe lie Tyr Arg His Thr Ala Ser Gly Lys Thr 
15 10 

<210> 831 
<211> 14 
<212> PRT 

<213> Homo sapiens 



225 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 831 

Pro Pro Pro Pro Pro Gly Ala Pro Gly Gly Ser Gin Asp Thr 
15 10 



<210> 832 
<211> 14 
<212> PRT 

<2 13 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 832 

Arg Ala Ala Leu Glu Arg Gly Lys Ala lie Glu Lys Asn Leu 
15 10 



<210> 833 
<211> 14 
<212> PRT 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 833 

Thr Gly Gly Leu Leu Leu Arg Leu Ala Leu Met Leu Gin Leu 
1 5 10 

<210> 834 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 834 

Asp Ser Ser Ser Ser Asn Gly Lys Ala Lys Asn Pro Pro Gly 
15 10 



<210> 835 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



226 



<400> 835 

Leu Glu Pro Gin Trp Tyr Ser Val Leu Glu Lys Asp Ser Val 
15 10 



<210> 836 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 836 

Gin Lys His Ser Ser Gly Xaa Ser Asn Thr Ser Thr Ala Asn 
15 10 



<210> 837 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 837 

Trp Gly Thr Glu Asp Asp Ala Thr Gin Ser Tyr His Asn Gly 
15 10 



<210> 838 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 838 

Arg Cys Met Gly Thr Val Asn Leu Asn Gin Ala Arg Gly Ser 
15 10 



<210> 839 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 839 

Phe Ser Lys Leu Leu Gly Pro Leu Ser Ala Lys Lys Tyr Leu 
15 10 



227 



<210> 840 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 840 

Thr Ser Lys lie Leu Phe Phe Ser Gin Gly Ser Glu lie Ala 
15 10 



<210> 841 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 841 

Tyr Val Gin Pro Pro Glu Val lie Gly Pro Met Arg Pro Glu 
15 10 



<210> 842 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 842 

Gly Pro Asp Gly Gin Glu Val Asp Pro Pro Asn Pro Glu Glu 
15 10 



<210> 843 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 843 

Lys Gly Gly Glu Gin Lys Arg His Glu Lys lie Ser Ala Ser 
15 10 



<210> 844 
<211> 14 
<212> PRT 

<213> Homo sapiens 



228 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 844 

Ala Pro Gin Gin Glu Gly Glu Ala Ser Lys Glu Lys Glu Glu 
15 10 



<210> 845 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 845 

Lys Val Val Gin Ser Pro Gin Ser Leu Val Val His Glu Gly 
15 10 



<210> 846 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 



<400> 846 

Leu Asn Cys Ser Tyr Glu Met Thr Asn Phe Arg Ser Leu Leu 
15 10 



<210> 847 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 847 

Thr Asn Phe Arg Ser Leu Gin Trp Tyr Lys Gin Glu Lys Lys 
15 10 



<210> 848 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



229 



<400> 848 

Leu Asp Lys Lys Glu Leu Ser Ser lie Leu Asn lie Thr Ala 
15 10 



<210> 849 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 849 

Glu Tyr Val Val Gly Ala Pro His Leu Glu Leu Asp Pro Gly 
15 10 



<210> 850 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 850 

Phe Phe Lys Arg Asn Arg His Thr Pro Gly Arg Arg 
15 10 



<210> 851 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 851 

Thr lie Gin Pro Pro Arg Glu 
1 5 



<210> 852 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 852 

Gly lie Val Gly Gin Lys Gly Arg Pro Trp Leu Pro Arg Thr 
15 10 



<210> 853 



230 



<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 853 

Gly Gly Lys Met Gly Gly Arg Lys Arg Leu Gin Lys 
15 10 

<210> 854 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 854 

Tyr Ser Ser Tyr Gly Gin Ser Leu Phe Thr Val Leu Trp Trp 
15 10 

<210> 855 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 855 

Glu Gin Leu Arg Arg Gin Leu Asp Pro Leu Arg Thr Ala His 
15 10 

<210> 856 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 856 

Ser Thr Glu Cys Trp Met Asn Ala Ala Cys Leu Ala Pro Gly 
15 10 

<210> 857 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 



231 



<221> VARIANT 

<222> (9) ... (0) 

<223> cSNP translation 

<400> 857 

His Gly Val Leu Asp Ala Cys Leu lie His Pro Gly Pro Ala 
15 10 



<210> 858 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 858 

Arg Asp Lys Gly Ser Gly Arg Ala Cys Gly Leu Glu Gly Gin 
15 10 



<210> 859 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 859 

Thr Asp Phe Phe Phe Phe 
1 5 



<210> 860 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 



<400> 860 

Gly Ala Gly Ser Val Ser Asp His His Ser lie Thr Lys 
15 10 



<210> 861 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 861 



232 



Arg Tyr Leu Asp Trp lie Leu Trp Ala His Gin Arg 
15 10 



<210> 862 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 862 

Ala Glu Leu Arg Leu Leu Arg Ala Gin Val Lys Ser Gly Ala 
15 10 



<210> 863 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<2 21> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 863 

Ala Glu Leu Arg Leu Leu Arg Ala Gin Val Lys Ser Gly Ala 
15 10 



<210> 864 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 864 

Pro His Cys Arg Pro Gly Ala Trp Pro Ala Thr Glu Arg Gly 
15 10 



<210> 865 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 865 

lie His Phe Glu Asp Tyr Gly Val Leu Gly His His Gin Leu 
15 10 



<210> 866 
<211> 8 



233 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 866 

Asn Phe lie Leu Ala Cys Pro Arg 
1 5 



<210> 867 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 867 

Arg Glu Lys Leu Arg Asn Phe His Phe Ser Met Ser Arg 
1 5 10 



<210> 868 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 868 

Leu Leu Leu Leu Leu Leu Arg Arg Pro Ala Gin Pro Gin Leu 
15 10 



<210> 869 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 869 

Lys Arg Val Ala Gly Gly Leu Arg 
1 5 



<210> 870 
<211> 9 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



234 



<222> (8) . . . (0) 

<223> cSNP translation 



<400> 870 

Gly Lys Arg Val Ala Gly Gly Leu Arg 
1 5 



<210> 871 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 871 

Ser Ser Gly Arg Pro Thr Gly Tyr Cys Leu Gin Leu Gin Gin 
15 10 



<210> 872 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 872 

Gin Arg Ser lie Ser Ala Asp 
1 5 



<210> 873 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 873 

Arg Ala Pro Val lie Leu Gly Pro Pro Thr Thr Cys Ser Ser 
15 10 

<210> 874 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 874 

Met Gly Leu Ser Gly Phe Leu Thr Gly Pro Pro Pro Pro Gly 
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15 10 

<210> 875 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (8) ... (0) 

<223> cSNP translation 

<400> 875 

Leu Met Gly Leu Ser Gly Phe Leu Thr Gly Pro Pro Pro Pro 
15 10 

<210> 876 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 876 

Pro Arg Thr Pro Ala Glu Pro Pro Pro Leu Gly Arg Gin Ala 
1 5 10 

<210> 877 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 877 

Gly Thr Gly Asp Trp Arg Glu Pro Gly Ala Ala Ser Glu Arg 
15 10 

<210> 878 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 878 

Gin Gly Arg Gin Ser Lys Gly Leu Arg Arg Arg Thr Trp Pro 
15 10 

<210> 879 
<211> 14 
<212> PRT 
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<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation -.- 

<400> 879 

Lys Cys Lys Cys Ser Arg Lys Asp Pro Arg Ser Ala Thr Ala 
1-5 10 

<210> 880 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<2 21> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 880 

Cys Lys Cys Ser Arg Lys Asp Pro Arg Ser Ala Thr Ala Thr 
15 10 
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